
Figure S3. SmaI PFGE of first generation transconjugants (TC) (lanes 5, 7, 9, 11) showing 

divergent band patterns compared with the clinical isolate donors (lanes 6, 8, 10 and 12) and 

similar pattern with recipient 64/3 (lane 2). Lanes 1 and 13 low-range PFGE marker, lane 3 vanB 

positive control E. faecalis V583, lane 4 rep17/pRUM positive control E. faecium U37, lanes 5 and 6 TC 

and donor VRE0690, lanes 7 and 8 TC and donor VRE0653, lanes 9 and 10 TC and donor VRE0776, 

lanes 11 and 12 TC and donor VRE0881.  
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