Supplementary Table 1: Database and program related information.

	Relevant Database and Program Information

	Search database
	In-house large database

	Non-Redundant (NR) protein database

	Database Type
	Nucleotide
	Protein

	Source
	In-House (developed by merging wheat RNA-Seq data of 81 sequencing runs, downloaded from SRA database of NCBI)
	NCBI website (ftp://ftp.ncbi.nlm.nih.gov/blast/db/FASTA/nr.gz)

	Fasta File size (Unformatted)
	272 GB
	18 GB

	Formatted Database Size
	246 GB
	24 GB

	Number of Database Fragments
	100
	12

	Program 
	Blastn
	Blastx

	No. of sequences 
	1476605950
	31601460

	mpiBLAST version: 1.6.0

	NCBI blast+ version: 2.2.28+

	WImpiBLAST version: 1.0.0

	SequenceServer version: 0.8.6




