
 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Supplementary Figure S5. Multiple sequence alignments of MutL-CTD. The 

sequences of the CTDs of MutH-less species (bsMutL, ngMutL, aqMutL, and 

human MutL homolog PMS2) were displayed using ClustalW 

(http://clustalw.ddbj.nig.ac.jp). Conserved motifs were highlighted by rectangles. 

The residue numbers of aqMutL-CTD (K365 and D366) were displayed to note 

the missing primary sequences of aqMutL-CTD among MutL-homologs.  

indicates perfectly matched residues. 


