	Table S2 Classification of genes up-regulated in EHEC EDL933 incubated in BSIC compared with cells incubated in M9-Glc

	
	
	

	GO category
	Count
	Enrichment score

	translation
	40
	8.90E-29

	nitrogen compound biosynthetic process
	62
	4.50E-19

	nucleobase, nucleoside and nucleotide interconversion
	17
	2.80E-16

	nucleotide biosynthetic process
	24
	5.00E-12

	ribonucleotide biosynthetic process
	17
	3.10E-10

	ribonucleotide metabolic process
	17
	3.80E-10

	aerobic respiration
	15
	1.00E-08

	purine ribonucleotide biosynthetic process
	14
	3.00E-08

	purine ribonucleotide metabolic process
	14
	3.60E-08

	ncRNA metabolic process
	23
	3.70E-08

	purine nucleotide biosynthetic process
	15
	8.20E-08

	purine nucleotide metabolic process
	15
	1.30E-07

	generation of precursor metabolites and energy
	32
	1.50E-07

	energy derivation by oxidation of organic compounds
	23
	2.30E-07

	glutamine metabolic process
	10
	2.70E-07

	tRNA metabolic process
	18
	4.20E-07

	pyrimidine nucleotide metabolic process
	9
	5.80E-07

	cofactor catabolic process
	11
	8.40E-07

	coenzyme catabolic process
	11
	8.40E-07

	glutamine biosynthetic process
	6
	1.10E-06

	cellular respiration
	20
	2.30E-06

	tricarboxylic acid cycle
	10
	4.10E-06

	acetyl-CoA catabolic process
	10
	4.10E-06

	pyrimidine nucleotide biosynthetic process
	8
	5.70E-06

	RNA processing
	19
	6.80E-06

	amine biosynthetic process
	25
	8.10E-06

	ncRNA processing
	17
	9.00E-06

	cellular macromolecular complex disassembly
	6
	1.40E-05

	macromolecular complex disassembly
	6
	1.40E-05

	cellular component disassembly
	6
	1.40E-05

	protein complex disassembly
	6
	1.40E-05

	cellular protein complex disassembly
	6
	1.40E-05

	cellular macromolecular complex subunit organization
	10
	1.40E-05

	acetyl-CoA metabolic process
	10
	2.30E-05

	ribonucleoside monophosphate biosynthetic process
	8
	2.30E-05

	ribonucleoside monophosphate metabolic process
	8
	2.30E-05

	amine catabolic process
	13
	3.00E-05

	nucleoside triphosphate metabolic process
	9
	3.40E-05

	nucleoside metabolic process
	11
	5.40E-05

	nucleoside monophosphate metabolic process
	8
	7.10E-05

	nucleoside monophosphate biosynthetic process
	8
	7.10E-05

	tRNA processing
	12
	1.10E-04

	RNA modification
	12
	1.20E-04

	polyamine biosynthetic process
	6
	1.40E-04

	energy coupled proton transport, down electrochemical gradient
	7
	1.50E-04

	ATP synthesis coupled proton transport
	7
	1.50E-04

	nucleoside triphosphate biosynthetic process
	8
	1.90E-04

	aromatic compound biosynthetic process
	12
	2.20E-04

	hydrogen transport
	7
	2.40E-04

	proton transport
	7
	2.40E-04

	pyrimidine base metabolic process
	7
	2.40E-04

	purine ribonucleoside monophosphate biosynthetic process
	6
	2.40E-04

	purine ribonucleoside monophosphate metabolic process
	6
	2.40E-04

	purine nucleoside monophosphate metabolic process
	6
	2.40E-04

	purine nucleoside monophosphate biosynthetic process
	6
	2.40E-04

	glutamine family amino acid biosynthetic process
	9
	2.80E-04

	heterocycle biosynthetic process
	17
	3.30E-04

	nucleoside triphosphate biosynthetic process
	8
	1.90E-04

	nucleobase biosynthetic process
	7
	3.70E-04

	macromolecular complex subunit organization
	10
	3.80E-04

	carboxylic acid biosynthetic process
	23
	4.60E-04

	cellular amino acid biosynthetic process
	20
	4.80E-04

	thiamin and derivative metabolic process
	6
	4.80E-04

	thiamin biosynthetic process
	6
	4.80E-04

	thiamin metabolic process
	6
	4.80E-04

	thiamin and derivative biosynthetic process
	6
	4.80E-04

	organic acid biosynthetic process
	23
	4.90E-04

	amine transport
	14
	5.00E-04

	pyrimidine base biosynthetic process
	6
	7.20E-04

	biogenic amine biosynthetic process
	7
	8.50E-04

	polyamine metabolic process
	6
	8.70E-04

	ATP biosynthetic process
	7
	1.00E-03

	ATP metabolic process
	7
	1.00E-03

	purine nucleoside triphosphate biosynthetic process
	7
	1.10E-03

	ribonucleoside triphosphate biosynthetic process
	7
	1.10E-03

	purine ribonucleoside triphosphate biosynthetic process
	7
	1.10E-03

	purine nucleoside triphosphate metabolic process
	7
	1.30E-03

	purine ribonucleoside triphosphate metabolic process
	7
	1.30E-03

	ribonucleoside triphosphate metabolic process
	7
	1.30E-03

	glycine metabolic process
	5
	1.50E-03

	biogenic amine metabolic process
	9
	1.50E-03

	glutamine family amino acid metabolic process
	12
	1.70E-03

	tRNA modification
	6
	1.70E-03

	nucleobase metabolic process
	8
	1.80E-03

	'de novo' pyrimidine base biosynthetic process
	5
	2.70E-03

	transcription termination
	3
	3.10E-03

	gluconeogenesis
	5
	3.50E-03

	response to antibiotic
	10
	3.70E-03

	hexose biosynthetic process
	5
	4.10E-03

	ribonucleoside metabolic process
	7
	4.60E-03

	ion transmembrane transport
	7
	4.60E-03

	cellular amino acid derivative metabolic process
	10
	4.70E-03

	oxidative phosphorylation
	7
	5.10E-03

	monosaccharide biosynthetic process
	6
	5.10E-03

	alcohol biosynthetic process
	6
	5.40E-03

	tRNA aminoacylation for protein translation
	6
	6.00E-03

	amino acid activation
	6
	6.00E-03

	tRNA aminoacylation
	6
	6.00E-03

	cellular amino acid derivative biosynthetic process
	7
	6.60E-03

	phosphorus metabolic process
	15
	6.60E-03

	pyruvate metabolic process
	5
	6.90E-03

	glycerol metabolic process
	5
	6.90E-03

	aspartate family amino acid metabolic process
	7
	7.10E-03

	asparagine biosynthetic process
	3
	7.10E-03

	water-soluble vitamin metabolic process
	11
	7.50E-03

	IMP biosynthetic process
	4
	7.70E-03

	IMP metabolic process
	4
	7.70E-03

	amino acid transport
	11
	8.50E-03

	purine ribonucleoside metabolic process
	6
	8.50E-03

	anaerobic respiration
	8
	8.90E-03

	purine nucleoside metabolic process
	6
	8.90E-03

	coenzyme metabolic process
	15
	9.00E-03

	water-soluble vitamin biosynthetic process
	10
	9.80E-03

	regulation of cellular protein metabolic process
	4
	1.30E-02

	regulation of translation
	4
	1.30E-02

	serine family amino acid metabolic process
	6
	1.40E-02

	vitamin metabolic process
	11
	1.70E-02

	phosphate metabolic process
	13
	2.00E-02

	vitamin biosynthetic process
	10
	2.20E-02

	translational termination
	3
	2.20E-02

	purine ribonucleoside biosynthetic process
	4
	2.50E-02

	purine nucleoside biosynthetic process
	4
	2.50E-02

	posttranscriptional regulation of gene expression
	4
	2.50E-02

	ribonucleoside biosynthetic process
	4
	2.50E-02

	nucleoside biosynthetic process
	4
	2.60E-02

	dUTP metabolic process
	2
	2.90E-02

	alditol metabolic process
	5
	3.20E-02

	glycosaminoglycan biosynthetic process
	5
	3.30E-02

	polyol metabolic process
	5
	3.30E-02

	aminoglycan biosynthetic process
	5
	3.30E-02

	peptidoglycan biosynthetic process
	5
	3.30E-02

	polyamine transport
	3
	3.40E-02

	glycine catabolic process
	3
	3.40E-02

	serine family amino acid catabolic process
	3
	3.40E-02

	xenobiotic metabolic process
	4
	3.50E-02

	response to xenobiotic stimulus
	4
	3.50E-02

	cell wall macromolecule biosynthetic process
	5
	3.70E-02

	cellular component macromolecule biosynthetic process
	5
	3.70E-02

	organic acid transport
	12
	3.80E-02

	carboxylic acid transport
	12
	3.80E-02

	regulation of cell shape
	5
	3.90E-02

	cellular cell wall macromolecule metabolic process
	5
	3.90E-02

	regulation of cell morphogenesis
	5
	3.90E-02

	spermidine biosynthetic process
	3
	4.00E-02

	'de novo' IMP biosynthetic process
	3
	4.00E-02

	spermidine metabolic process
	3
	4.00E-02

	aromatic amino acid family catabolic process
	2
	4.30E-02

	pyrimidine salvage
	2
	4.30E-02

	tryptophan catabolic process
	2
	4.30E-02

	indolalkylamine catabolic process
	2
	4.30E-02

	deoxyribonucleoside triphosphate metabolic process
	2
	4.30E-02

	indole derivative catabolic process
	2
	4.30E-02

	pyrimidine deoxyribonucleoside triphosphate metabolic process
	2
	4.30E-02

	cofactor metabolic process
	17
	4.40E-02

	pyrimidine nucleoside metabolic process
	3
	4.70E-02

	cellular metabolic compound salvage
	4
	4.80E-02

	peptidoglycan-based cell wall biogenesis
	5
	4.90E-02

	cell wall biogenesis
	5
	4.90E-02

	cellular amino acid catabolic process
	6
	4.90E-02


