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Intermediate

Figure S3: Bubble Plots Demonstrating Qualitative Changes in Gene Expression During 
Reprogramming 
Bubble plots were generated using the relative fibroblast and relative H9 similarity metrics to 
plot the presence (green) or absence (red) of gene’ s expression in a given cell. This view of the 
transcriptional dynamics during reprogramming reveals genes activated early, intermediately, or 
late in the process. Genes with no qualitative changes in expression are also observed.  
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