Table S1

Peptide numbering of Vaccine- and Challenge-sequence relative to HCV reference strain H77
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NS3,uccine NS3onussene
MAPITAYSQQTRGLL MAPITAYSQQTRGLL
TAYSQQTRGLLGCII TAYSQQTRGLLGCII
QQTRGLLGCIITSLT QQTRGLLGCIITSLT
GLLGCIITSLTGRDK GLLGCIITSLTGRDK
CIITSLTGRDKNQVD CIITSLTGRDKNQVD

SLTGRDKNQVDGEVQ
RDKNQVDGEVQVLST
QVDGEVQVLSTATQS
EVQVLSTATQSFLAT
LSTATQSFLATCVNG
TQSFLATCVNGVCWT

SLTGRDKNQVDGEVQ
RDKNQVDGEVQVLST
QVDGEVQVLSTATHS
EVQVLSTATHSFLAT
LSTATHSFLATCVNG
THSFLATCVNGVCWT

LATCVNGVCWTVYHG

LATCVNGVCWTVYHG

NGVCWTVYHGAGSK
CWTVYHGAGSKTLAG
YHGAGSKTLAGPKGP
GSKTLAGPKGPITQM
LAGPKGPITQMYTNV
KGPITQMYTNVDQDL
TQOMYTNVDQDLVGWP
TNVDQDLVGWPAPPG
ODLVGWPAPPGARSM
GWPAPPGARSMTPCT
PPGARSMTPCTCGSS
RSMTPCTCGSSDLYL
PCTCGSSDLYLVTRH
GSSDLYLVTRHADVI
LYLVTRHADVIPVRR
TRHADVIPVRRRGDS
DVIPVRRRGDSRGSL

VRRRGDSRGSLLSPR

NGVCWTVYHGAGSK
CWTVYHGAGSKTLAG
YHGAGSKTLAGPKGP
GSKTLAGPKGPITQM
LAGPKGPITQMYTNV

KGPITQMYTNVDLDL

TOMYTNVDLDLVGWP
TNVDLDLVGWPAPPG
LDLVGWPAPPGARSM
GWPAPPGARSMTPCT
PPGARSMTPCTCGSS
RSMTPCTCGSSDLYL
PCTCGSSDLYLVTRH
GSSDLYLVTRHADVI
LYLVTRHADVIPVRR
TRHADVIPVRRRGDS
DVIPVRRRGDSRGSL

VRRRGDSRGSLLSPR

GDSRGSLLSPRPVSY

GDSRGSLLSPRPVSY

GSLLSPRPVSYLKGS
SPRPVSYLKGSSGGP
VSYLKGSSGGPLLCP
KGSSGGPLLCPSGHV
GGPLLCPSGHVVGIF
LCPSGHVVGIFRAAV
GHVVGIFRAAVCTRG
GIFRAAVCTRGVAKA
AAVCTRGVAKAVDFI
TRGVAKAVDFIPVES
AKAVDFIPVESMETT
DFIPVESMETTMRSP
VESMETTMRSPVFTD
ETTMRSPVFTDNSSP

GSLLSPRPVSYLKGS
SPRPVSYLKGSSGGP
VSYLKGSSGGPLLCP
KGSSGGPLLCPSGHV
GGPLLCPSGHVVGIF
LCPSGHVVGIFRAAV
GHVVGIFRAAVCTRG
GIFRAAVCTRGVAKA
AAVCTRGVAKAVDFI
TRGVAKAVDFIPVES
AKAVDFIPVESMETT
DFIPVESMETTMRSP
VESMETTMRSPVFTD
ETTMRSPVFTDNSSP

RSPVFTDN. PPAVP
FTDNSSPPAVPQTFQ
SSPPAVPQTFQVAHL
AVPQTFQVAHLHAPT
TFQVAHLHAPTGSGK
AHLHAPTGSGKSTKV

RSPVFTDN PPAVP
FTDNSSPPAVPQTFQ
SSPPAVPQTFQVAHL
AVPQTFQVAHLHAPT
TFQVAHLHAPTGSGK
AHLHAPTGSGKSTKV

APTGSGKSTKVPAAY
SGKSTKVPAAYAAQG
TKVPAAYAAQGYKVL
AAYAAQGYKVLVLNP
AQGYKVLVLNPSVAA
KVLVLNPSVAATLGF
LNPSVAATLGFGAYM
VAATLGFGAYMSKAH
LGFGAYMSKAHGIEP
AYMSKAHGIEPNIRT

APTGSGKSTKVPAAY
SGKSTKVPAAYAAQG
TKVPAAYAAQGYKVL
AAYAAQGYKVLVLNP
AQGYKVLVLNPSVAA
KVLVLNPSVAATLGF
LNPSVAATLGFGAYM
VAATLGFGAYMSKAH
LGFGAYMSKAHGIEP
AYMSKAHGIEPNIRT

KAHGIEPNIRTGVRT
IEPNIRTGVRTITTG
IRTGVRTITTGGPIT
VRTITTGGPITYSTY
TTGGPITYSTYGKFL

KAHGIEPNIRTGVRT

IEPNIRTGVRTITTG
IRTGVRTITTGGSIT
VRTITTGGSITYSTY

TTGGSITYSTYGKFL

PITYSTYGKFLADGG
STYGKFLADGGCSGG
KFLADGGCSGGAYDI
DGGCSGGAYDIIICD
SGGAYDIIICDECHS
YDIIICDECHSTDWT

SITYSTYGKFLADGG
STYGKFLADGGCSGG
KFLADGGCSGGAYDI
DGGCSGGAYDIIICD
SGGAYDIIICDECHS
YDIIICDECHSTDST

ICDECHSTDWTTILG
CHSTDWTTILGIGTV
DWTTILGIGTVLDQA
ILGIGTVLDQAETAG
GTVLDQAETAGARLV
DQAETAGARLVVLAT

ICDECHSTDSTTILG
CHSTDSTTILGIGTV
DSTTILGIGTVLDQA
ILGIGTVLDQAETAG
GTVLDQAETAGARLV
DQAETAGARLVVLAT

H77
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NS3,,...ne-Sequence
TAGARLVVLATATPP
RLVVLATATPPGSIT
LATATPPGSITVPHP
TPPGSITVPHPNIEE
SITVPHPNIEEVALS
PHPNIEEVALSNTGE
IEEVALSNTGEIPFY
ALSNTGEIPFYGKAI
TGEIPFYGKAIPIEA
PFYGKAIPIEAIKGG
KAIPIEAIKGGRHLI
IEAIKGGRHLIFCHS
KGGRHLIFCHSKKKC

NS3.pa11ence-S€QUENCE
TAGARLVVLATATPP
RLVVLATATPPGSIT
LATATPPGSITVPHP
TPPGSITVPHPNIEE

SITVPHPNIEEIALS

PHPNIEEIALSNTGE

IEETALSNTGEIPFY
ALSNTGEIPFYGKAI
TGEIPFYGKAIPIEA
PFYGKAIPIEAIKGG
KAIPTEATKGGRHLI
IEATKGGRHLIFCHS
KGGRHLIFCHSKKKC

HLIFCHSKKKCDELA

HLIFCHSKKKCDELA

CHSKKKCDELAAKLT CHSKKKCDELAAKLT
KKCDELAAKLTGLGL KKCDELAAKLTGLGL
ELAAKLTGLGLNAVA ELAAKLTGLGLNAVA
KLTGLGLNAVAYYRG KLTGLGLNAVAYYRG
LGLNAVAYYRGLDVS LGLNAVAYYRGLDVS
AVAYYRGLDVSVIPT AVAYYRGLDVSVIPP
YRGLDVSVIPTSGDV YRGLDVSVIPPSGDV
DVSVIPTSGD! A DVSVIPPSGD! A
IPTSGD ATDAL IPPSGD ATDAL
GDVVVVATDALMTGF GDVVVVATDALMTGF
VVATDALMTGFTGDF VVATDALMTGFTGDF
DALMTGFTGDFDSVI DALMTGFTGDFDSVI
TGFTGDFDSVIDCNT TGFTGDFDSVIDCNT
GDFDSVIDCNTCVTQ GDFDSVIDCNTCVTQ
SVIDCNTCVTQTVDF SVIDCNTCVTQTVDF

CNTCVTQTVDFSLDP
VTQTVDFSLDPTFTT
VDFSLDPTFTIETTT
LDPTFTIETTTVPQD
FTIETTTVPQDAVSR
TTTVPQDAVSRSQRR
PQDAVSRSQRRGRTG
VSRSQRRGRTGRGRS
QRRGRTGRGRSGIYR
RTGRGRSGIYRFVTP
GRSGIYRFVTPGERP
IYRFVTPGERPSGMF
VTPGERPSGMFDSSV
ERPSGMFDSSVLCEC
GMFDSSVLCECYDAG
SSVLCECYDAGCAWY
CECYDAGCAWYELTP
DAGCAWYELTPAETT
AWYELTPAETTVRLR
LTPAETTVRLRAYLN
ETTVRLRAYLNTPGL
RLRAYLNTPGLPVCQ
YLNTPGLPVCQDHLE
PGLPVCQDHLEFWES
VCQDHLEFWESVFTG
HLEFWESVFTGLTHI
WESVFTGLTHIDAHF
FTGLTHIDAHFLSQT
THIDAHFLSQTKQAG
AHFLSQTKQAGDNFP
SQTKQAGDNFPYLVA
QAGDNFPYLVAYQAT
NFPYLVAYQATVCAR
LVAYQATVCARAQAP
QATVCARAQAPPPSW
CARAQAPPPSWDQMW
QAPPPSWDQMWKCLI
PSWDQMWKCLIRLKP
QOMWKCLIRLKPTLHG
CLIRLKPTLHGPTPL
LKPTLHGPTPLLYRL
LHGPTPLLYRLGAVQ
TPLLYRLGAVQNEIT
YRLGAVQNEITLTHP
AVONEITLTHPITKF
EITLTHPITKFVMAC
THPITKFVMACMSAD
TKFVMACMSADLEVV
MACMSADLEVVT

In red are indicated the amino acids in the NS3challenge sequence that are different from the NS3vaccine sequence

CNTCVTQTVDFSLDP
VTQTVDFSLDPTFTT
VDFSLDPTFTIETTT
LDPTFTIETTTVPQD
FTIETTTVPQDAVSR
TTTVPQDAVSRSQRR
PQDAVSRSQRRGRTG
VSRSQRRGRTGRGRS
QRRGRTGRGRSGIYR
RTGRGRSGIYRFVTP
GRSGIYRFVTPGERP
IYRFVTPGERPSGMF
VTPGERPSGMFDSSV
ERPSGMFDSSVLCEC
GMFDSSVLCECYDAG
SSVLCECYDAGCAWY
CECYDAGCAWYELTP
DAGCAWYELTPAETT
AWYELTPAETTVRLR
LTPAETTVRLRAYLN
ETTVRLRAYLNTPGL
RLRAYLNTPGLPVCQ
YLNTPGLPVCQDHLE
PGLPVCQDHLEFWES
VCQDHLEFWESVFTG
HLEFWESVFTGLTHI
WESVFTGLTHIDAHF
FTGLTHIDAHFLSQT
THIDAHFLSQTKQAG
AHFLSQTKQAGDNFP
SQTKQAGDNFPYLVA
QAGDNFPYLVAYQAT
NFPYLVAYQATVCAR
LVAYQATVCARAQAP
QATVCARAQAPPPSW
CARAQAPPPSWDQMW
QAPPPSWDQMWKCLI
PSWDQMWKCLIRLKP
QMWKCLIRLKPTLHG
CLIRLKPTLHGPTPL
LKPTLHGPTPLLYRL
LHGPTPLLYRLGAVQ
TPLLYRLGAVQNEII
YRLGAVQNEIILTHP
AVONEIILTHPITKF
EIILTHPITKFVMAC
THPITKFVMACMSAD
TKFVMACMSADLEVV
MACMSADLEVVT



