Fig. S6　Alignment of the amino acid residues corresponding to those defining the VP4 neutralization domains designated as 5-1, 5-2, 5-3, 5-4 and 5-5 in the VP5* subunit between the P[8] strains in Rotarix™ and RotaTeq™ and Chinese G3P[8] RVA strains detected in Wuhan from 2000 to 2013. Green indicates the residues different from those of both Rotarix™ and RotaTeq™. Red indicates the residues identical to those of RotaTeq™, but different from those of Rotarix™. Blue indicates the residues identical to those of Rotarix™, but different from those of RotaTeq™.
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