Crassostrea gigas Mhc2

[ATg Myosin heavy chain Catchin

1400 bps (ex.) | 3400 bps (in.)

1 gi|405975035|gb|JH816450.1] (19894bp)

Myosin heavy chain
For clarity introns have been scaled down by a factor of 2.37 y y I

Aplysia californica

[t Myosin heavy chain Catchin

1600 bps (ex.) | 9300 bps (in.)

HI

1 gi|499156112|gb|KB941809.1| (45247bp)

Myosin heavy chain
For clarity introns have been scaled down by a factor of 5.87

Biomphalaria glabrata
[AT§ Myosin heavy chain Catchin
1600 bps (ex.) 8500 bps (in.) |

1 gi|540330598|gb|KE719838.1| (42169bp) TAA
Myosin heavy chain

For clarity introns have been scaled down by a factor of 5.19

Lottia gigantea Mhcé6
Catchin

AT Myosin heavy chain
1600 bps (ex.) 5900 bps (in.)

1 gil431995205|gb|KB204066.1| (31170bp)

L Myosin heavy chain
For clarity introns have been scaled down by a factor of 3.63 TAA
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