Tables S1.  HIV-1 variants showing differences with the CS consensus-of-consensuses sequences inferred by GenBank.

Footnote Tables S1: Amino acid substitutions with respect to the CS consensus-of-consensuses sequence are indicated when they appeared in a specific position in the GenBank consensus sequences in at least 50% of the 28/24 Gag/Pol sequences used by GenBank to infer each HIV-1 variant specific CS consensus sequence (http://www.hiv.lanl.gov/content/sequence/NEWALIGN/align.html). Discrepancies found between our inferred HIV-1 variant-specific CS consensus sequences shown in Figure 3 of the manuscript compared with the consensus-of-consensuses sequences provided by GenBank for the same variant were also identified in grey. Dash represents an amino acid deletion in the corresponding position of variant consensus sequence.
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