Table S3 GBLUP Accuracies for breeding values, dominance deviations and genotypic values (mean + standard deviation, n =
10 repeats)

~ A ~

h? SNP type and density R, R, R, R, R, R,
h2 =0.05, 1K QTL 0.46+0.04 0.50+0.04 0.2940.10 0.36%0.03 0.46+0.03 0.47+0.03
Z 1K _SNP 0.41+0.05 0.37+0.03 0.10+0.14 0.13+0.02 0.41+0.05 0.33+0.03
h?=0.05 2K (1K_QTL+1K_SNP) 0.44+0.04 047003  0.20£0.13  030+0.02  0.44+0.03  0.43+0.03
3K 0.41+0.04 0.42+0.04 0.07+0.13 0.19+0.02 0.41+0.05 0.38+0.03
7K 0.40%0.05 0.43+0.04 0.08+0.13 0.22+0.02 0.41+0.05 0.39%0.03
40K 0.41+0.06 0.43+0.04 0.10+0.14 0.23+0.02 0.41+0.06 0.40%0.03
41K (40K+1K QTL) 0.41+0.06 0.44+0.04 0.12+0.14 0.24+0.02 0.41+0.06 0.40%0.03
h? =0.05, 1K QTL 0.52+0.03 0.52+0.01 0.55%0.06 0.56%0.03 0.60%0.05 0.60+0.02
Z 1K _SNP 0.41+0.15 0.39+0.01 0.15+0.12 0.23+0.03 0.40+0.14 0.3740.03
h?=0.15 2K (1K_QTL+1K_SNP) 0.49+0.05  049+0.02 0504007  050+0.03  057+0.05  0.55+0.02
3K 0.43+0.11 0.44+0.02 0.20+0.13 0.32+0.03 0.43+0.11 0.43+0.04
7K 0.44+0.08 0.45+0.02 0.2740.13 0.36%0.03 0.45+0.10 0.46+0.03
40K 0.42+0.10 0.46+0.01 0.35+0.14 0.39+0.03 0.48+0.11 0.48+0.03
41K (40K+1K QTL) 0.42+0.09 0.46+0.01 0.40%0.13 0.41+0.03 0.51+0.10 0.49%0.03
h? =0.05, 1K QTL 0.52+0.05 0.52+0.04 0.72+0.02 0.72+0.02 0.73+0.02 0.73+0.01
Z 1K_SNP 0.43+0.08 0.39+0.04 0.23+0.11 0.33+0.01 0.42+0.07 0.42+0.03
h?=0.30 2K (1K_QTL+1K_SNP) 0.48+0.04  048+0.04  0.66+0.03  066+0.02  069+0.02  0.68+0.01
3K 0.44+0.04 0.43+0.04 0.27+0.11 0.45+0.02 0.45+0.03 0.51+0.04
7K 0.44+0.04 0.44+0.04 0.32+0.11 0.52+0.02 0.48+0.02 0.56+0.04
40K 0.42+0.05 0.44+0.05 0.47+0.07 0.56+0.02 0.55+0.05 0.61+0.01
41K (40K+1K QTL) 0.42+0.05 0.45+0.05 0.54+0.06 0.57+0.02 0.61+0.05 0.62+0.01
h? =0.15, 1K QTL 0.64%0.03 0.68+0.02 0.31+0.13 0.34+0.04 0.63+0.02 0.65+0.02
Z 1K_SNP 0.550.04 0.53+0.02 0.160.13 0.13+0.02 0.54+0.04 0.51+0.02
h5 =0.05 2k (1K_QTL+1K_SNP) 0.60%0.03 0.65+0.02 0.29+0.11 0.29%0.03 0.60+0.02 0.62+0.02
3K 0.56%0.03 0.59+0.02 0.160.13 0.18+0.02 0.56%0.03 0.56+0.02
7K 0.58+0.02 0.59+0.02 0.12+0.10 0.21+0.02 0.57+0.02 0.57+0.02
40K 0.57+0.02 0.60+0.02 0.17+0.12 0.23+0.02 0.58+0.02 0.58+0.02
41K (40K+1K QTL) 0.58+0.02 0.61+0.02 0.1940.13 0.23+0.03 0.58+0.02 0.58+0.02
h2 =0.15, 1K QTL 0.66+0.02 0.68+0.02 0.60+0.04 0.58+0.02 0.70+0.02 0.69+0.01
“ 1K_SNP 0.57+0.05 0.53+0.02 0.13+0.13 0.23+0.02 0.56%0.05 0.51+0.02

2K (IK_QTL+1K_SNP) 0.62+0.03 0.65+0.02 0.52+0.05 0.51+0.02 0.66+0.03 0.66+0.01



h?=0.15 3K 0.58+0.04  0.58£0.02  0.11+0.12  0.33#0.02  057+0.04  0.56+0.02
7K 0.58+0.04  0.59+0.02  0.23+0.14  0.38£0.02  059+0.04  0.59+0.02
40K 0.59+0.04  0.60£0.02  0.33+0.12 041002  062+0.04  0.61+0.02
41K (40K+1K_QTL) 0.60+0.04  0.60£0.02  0.40+0.10  0.43#0.02  0.64+0.04  0.62+0.01
=015 1K QTL 0.66t0.03  0.70£0.02  0.74%0.02  0.73t001  0.77%0.02 _ 0.78+0.01
: 1K_SNP 0.58+0.03  0.540.02  0.16+0.12  0.32£0.02  0.57+0.04  0.52+0.03
h;=0.30 2K (LK_QTL+1K_SNP) 0.63+0.03  0.66£0.02  0.67+0.03  0.67#0.01  0.74+0.02  0.75:0.01
3K 0.58+0.03  0.59+0.02  0.21+0.15 046001  057+0.03  0.60+0.04
7K 0.58+0.02  0.60£0.01  0.33+0.11  0.53+0.01  0.60£0.02  0.66+0.04
40K 0.58+0.03  0.61#0.02  0.46+0.08 057001  0.65:0.05  0.69+0.02
41K (40K+1K_QTL) 0.59+0.03  0.61#0.02  055:0.06  0.58+0.01  0.69+0.05  0.70+0.01
n2=030 1K QTL 0.75t0.0L  0.78t0.01  0.35:0.14  0.39t0.04  0.74x0.01  0.77£0.01
: 1K_SNP 0.67+0.02  0.63t0.01  0.15+0.15  0.13#0.03  0.66x0.02  0.63+0.01
h5=0.05 2K (LK_QTL+1K_SNP) 0.72¢0.02  0.75:001  0.30+0.17  0.32#0.03  0.72+0.01  0.74+0.01
3K 0.66+0.02  0.68£0.01  0.10+0.12  0.19#0.02  0.66x0.02  0.68+0.01
7K 0.66+0.01  0.70£0.02  0.12+0.13  0.23#0.02  0.66x0.01  0.70+0.01
40K 0.67+0.01  0.70£0.01  0.23+0.13  0.25:0.02  0.68+0.02  0.70+0.02
41K (40K+1K_QTL) 0.68+0.01 071001  0.26+0.13  0.26+0.02  069+0.02  0.71+0.02
=030, 1K QTL 0.77+0.01  0.79£t0.01  0.61%0.02  0.61x0.02  0.78t0.01 _ 0.79x0.00
; 1K_SNP 0.68+0.01  0.63t0.01  0.12+0.14 023002  0.67+0.01  0.62+0.01
h§=0.15 2K (1K_QTL+1K_SNP) 0.74+0.01  0.76£0.01  053+0.04 053002  0.76x0.02  0.77+0.01
3K 0.68+0.01  0.69+0.01  0.17+0.13  0.34#0.02  0.68+0.02  0.69+0.01
7K 0.69+0.01  0.70£0.01  0.28+0.14  0.39+0.02  0.70£0.02  0.72+0.01
40K 0.70+0.01 071001  0.40+0.10 043002  0.73x0.03  0.73:0.01
41K (40K+1K_QTL) 0.70+0.01 071001  0.46+0.08 044002  0.75:0.03  0.74+0.01
h?=030, 1K QTL 0.78+0.01  0.800.01  0.76%0.02  0.76:0.01  0.84%0.01  0.85:0.00
. 1K_SNP 0.68+0.02  0.63t0.01  0.22+0.12  0.33+001  0.67+0.02  0.63+0.02
h;=0.30 K (1K_QTL+1K_SNP) 0.74+0.01  0.76£0.01  0.70+0.02  0.69+0.01  0.82+0.01  0.82+0.00
3K 0.67+0.02  0.68£0.01  0.28+0.05 047001  067+0.02  0.71+0.01
7K 0.69+0.02  0.70£0.01  0.39+0.07 055001  0.70£0.03  0.76+0.02
40K 0.69+0.02 071001  052+0.05  059+0.01  0.7620.02  0.80+0.01
41K (40K+1K_QTL) 0.69+0.02  0.71#0.01  0.60+0.04  0.61+0.01  0.80+0.03  0.80+0.00




R, is predicted accuracy of GBLUP of breeding values, FARa is observed accuracy of GBLUP of breeding values, R, is predicted
accuracy of GBLUP of dominance deviations, ﬁd is observed accuracy of GBLUP of dominance deviations, R, is predicted accuracy

of GBLUP of genotypic values, FAlg is observed accuracy of GBLUP of genotypic values.



