Table S5. Rare variants obtained from deep exon sequencing of PLB1 in the European RA case-control cohort.
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a Based on NM_153021.
b Most damaging predictions are indicated.
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Chr 2 position Amino acid Functional

(bp, Build 37) Ref Alt Minor Case Control Case Control

position

a

annotation Polyphen2 SIFT

. 28,719,012 G C C 0 1 0.0000 0.0005 11 missense benign TOLERATED

. 28,719,035 A G G 1 0 0.0005 0.0000 18 synonymous - TOLERATED

rs144216037 28,742,590 C T T 1 1 0.0005 0.0005 68 missense probablydamaging DAMAGING

. 28,752,263 C T T 0 2 0.0000 0.0009 135 synonymous - TOLERATED

rs144640748 28,752,272 T C C 10 3 0.0046 0.0014 138 synonymous - TOLERATED

rs141605399 28,752,614 C G G 1 0 0.0005 0.0000 146 missense benign TOLERATED

. 28,755,021 G A A 0 2 0.0000 0.0009 172 missense possiblydamaging TOLERATED

rs78168838 28,755,043 G A A 1 1 0.0005 0.0005 179 synonymous - TOLERATED

. 28,755,045 G A A 0 1 0.0000 0.0005 180 missense probablydamaging DAMAGING

. 28,761,207 G A A 0 2 0.0000 0.0009 193 missense benign TOLERATED

rs139689251 28,762,020 C T T 1 0 0.0005 0.0000 225 missense possiblydamaging DAMAGING

rs144349565 28,763,240 C A A 2 1 0.0009 0.0005 236 missense possiblydamaging TOLERATED

rs147681804 28,763,306 C T T 0 1 0.0000 0.0005 258 nonsense - -

rs146975263 28,764,604 A G G 3 1 0.0014 0.0005 269 missense possiblydamaging TOLERATED

. 28,764,630 C T T 1 0 0.0005 0.0000 277 synonymous - TOLERATED

rs148066334 28,764,632 T C C 2 0 0.0009 0.0000 278 missense probablydamaging TOLERATED

. 28,766,134 T C C 1 1 0.0005 0.0005 312 missense possiblydamaging DAMAGING

rs144322203 28,771,771 C T T 0 4 0.0000 0.0018 327 synonymous - TOLERATED

. 28,771,774 G A A 0 1 0.0000 0.0005 328 synonymous - TOLERATED

rs139879012 28,775,840 G A A 0 1 0.0000 0.0005 377 missense benign TOLERATED

rs185327924 28,785,937 G A A 0 1 0.0000 0.0005 393 missense benign TOLERATED

. 28,785,939 A C C 0 1 0.0000 0.0005 393 synonymous - TOLERATED

. 28,789,690 C G G 1 0 0.0005 0.0000 436 synonymous - TOLERATED

. 28,796,117 A T T 1 0 0.0005 0.0000 460 nonsense - -

. 28,802,504 T C C 0 1 0.0000 0.0005 499 missense probablydamaging DAMAGING

rs112426230 28,802,541 C T T 0 2 0.0000 0.0009 511 synonymous - TOLERATED

rs114238908 28,802,544 C T T 18 8 0.0083 0.0037 512 synonymous - TOLERATED

rs72863353 28,805,314 G A A 0 1 0.0000 0.0005 559 missense benign TOLERATED

. 28,805,318 A G G 1 0 0.0005 0.0000 560 missense benign TOLERATED

. 28,805,334 C T T 0 1 0.0000 0.0005 565 synonymous - TOLERATED

rs191849022 28,805,344 A G G 0 1 0.0000 0.0005 569 missense possiblydamaging TOLERATED

rs144737372 28,805,359 A G G 2 2 0.0009 0.0009 574 missense probablydamaging TOLERATED

rs143674578 28,812,899 C T T 0 1 0.0000 0.0005 682 missense possiblydamaging TOLERATED

rs142897830 28,812,900 G A A 8 3 0.0037 0.0014 682 missense benign TOLERATED

rs79380941 28,812,937 G A A 1 0 0.0005 0.0000 694 synonymous - TOLERATED

rs73922186 28,814,008 G A A 0 1 0.0000 0.0005 699 synonymous - TOLERATED

. 28,815,563 G A A 0 1 0.0000 0.0005 742 synonymous probablydamaging DAMAGING

. 28,815,564 C T T 0 1 0.0000 0.0005 742 missense probablydamaging DAMAGING

rs144850480 28,815,586 C T T 1 0 0.0005 0.0000 749 synonymous - TOLERATED

. 28,816,872 G A A 1 0 0.0005 0.0000 - nonsense - -

. 28,820,882 G A A 0 1 0.0000 0.0005 778 missense probablydamaging TOLERATED

rs143063044 28,821,560 G A A 1 0 0.0005 0.0000 803 missense possiblydamaging TOLERATED

. 28,821,567 C T T 0 1 0.0000 0.0005 805 missense probablydamaging TOLERATED

rs61755881 28,821,585 C T T 1 1 0.0005 0.0005 811 synonymous benign TOLERATED

. 28,821,586 G A A 0 1 0.0000 0.0005 811 synonymous - TOLERATED

rs115240682 28,821,588 A T T 1 3 0.0005 0.0014 812 missense probablydamaging TOLERATED

rs145020838 28,823,684 T C C 2 0 0.0009 0.0000 828 missense benign TOLERATED

. 28,824,159 T G G 0 1 0.0000 0.0005 856 missense possiblydamaging TOLERATED

rs143535260 28,824,163 C T T 0 2 0.0000 0.0009 857 synonymous - TOLERATED

. 28,824,164 G C C 1 0 0.0005 0.0000 858 missense probablydamaging DAMAGING

rs139909025 28,824,173 G A A 1 3 0.0005 0.0014 861 missense probablydamaging DAMAGING

. 28,824,199 G A A 0 1 0.0000 0.0005 869 synonymous - TOLERATED

rs80128719 28,824,802 C T T 0 2 0.0000 0.0009 882 missense probablydamaging TOLERATED

rs72793588 28,824,803 G A A 9 15 0.0041 0.0069 882 missense probablydamaging TOLERATED

. 28,825,711 C T T 1 0 0.0005 0.0000 899 synonymous - TOLERATED

rs142314104 28,825,712 G A A 6 2 0.0028 0.0009 900 missense probablydamaging TOLERATED
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. 28,825,723 G A A 1 0 0.0005 0.0000 903 synonymous - TOLERATED

. 28,826,903 C T T 1 0 0.0005 0.0000 949 nonsense - -

. 28,827,532 G A A 2 0 0.0009 0.0000 956 missense possiblydamaging TOLERATED

. 28,827,563 G T T 0 1 0.0000 0.0005 966 synonymous - TOLERATED

. 28,827,607 T C C 1 0 0.0005 0.0000 981 missense benign TOLERATED

. 28,829,366 G T T 0 1 0.0000 0.0005 1021 nonsense - -

. 28,829,378 A C C 2 0 0.0009 0.0000 1025 missense benign TOLERATED

rs115147925 28,836,901 G A A 10 8 0.0046 0.0037 1045 missense benign TOLERATED

rs150999428 28,836,922 C T T 1 0 0.0005 0.0000 1052 missense probablydamaging DAMAGING

. 28,836,938 C T T 0 1 0.0000 0.0005 1057 missense possiblydamaging TOLERATED

. 28,841,245 C A A 1 1 0.0005 0.0005 1098 synonymous - TOLERATED

. 28,841,257 C G G 1 0 0.0005 0.0000 1102 missense probablydamaging DAMAGING

rs141618093 28,843,138 G C C 5 3 0.0023 0.0014 1108 missense benign TOLERATED

rs117512489 28,843,148 G A A 1 1 0.0005 0.0005 1111 missense possiblydamaging TOLERATED

. 28,843,173 C T T 0 1 0.0000 0.0005 1119 synonymous - TOLERATED

. 28,843,766 C G G 1 1 0.0005 0.0005 1150 missense probablydamaging TOLERATED

. 28,843,828 G A A 1 0 0.0005 0.0000 1170 synonymous - TOLERATED

. 28,847,926 A G G 1 0 0.0005 0.0000 1177 missense possiblydamaging TOLERATED

rs145118329 28,847,958 C T T 0 1 0.0000 0.0005 1188 nonsense - -

rs143118117 28,849,375 G A A 0 1 0.0000 0.0005 1220 synonymous - TOLERATED

rs147469892 28,851,981 C T T 2 3 0.0009 0.0014 1249 synonymous - TOLERATED

rs143794008 28,852,019 G A A 3 4 0.0014 0.0018 1262 missense benign TOLERATED

. 28,853,480 G A A 0 1 0.0000 0.0005 1282 synonymous - TOLERATED

rs148737087 28,853,493 G A A 0 1 0.0000 0.0005 1287 synonymous possiblydamaging TOLERATED

rs143020142 28,854,945 C T T 1 0 0.0005 0.0000 1314 missense probablydamaging TOLERATED

rs144657051 28,854,946 G A A 1 0 0.0005 0.0000 1314 missense probablydamaging TOLERATED

. 28,855,865 C A A 0 1 0.0000 0.0005 1353 missense probablydamaging TOLERATED

rs139381816 28,855,877 G A A 1 0 0.0005 0.0000 1357 missense probablydamaging TOLERATED

. 28,863,797 A T T 0 1 0.0000 0.0005 1368 missense probablydamaging TOLERATED

rs150927025 28,863,809 G A A 1 0 0.0005 0.0000 1372 missense benign TOLERATED

rs149693940 28,863,817 A G G 2 2 0.0009 0.0009 1375 missense benign TOLERATED

. 28,865,775 G C C 1 2 0.0005 0.0009 1409 missense probablydamaging TOLERATED

rs112993516 28,865,790 G A A 1 1 0.0005 0.0005 1414 missense benign TOLERATED

. 28,865,850 G A A 1 0 0.0005 0.0000 1434 missense probablydamaging TOLERATED

. 28,865,854 C G G 1 0 0.0005 0.0000 1435 missense benign DAMAGING

rs139444932 28,865,883 C T T 0 1 0.0000 0.0005 1445 missense possiblydamaging DAMAGING


