Table S8: List of all repeat and eukaryote like domain protein encoding genes on poribacterial SAGs. Information is shown as available in

IMG/MER system. THM: number of predicted transmembrane helicies. SP: signal peptide predicted yes (Y) or no (N).

Genome Gene ID Locus Tag Gene Product Name COG Pfam Tigrfam Enzyme KO TMH | SP
POR_0122.00 ) COG2319 FOG: pfam00400
2265147464 000020 FOG: WDA40 repeat WD40 repeat WD40 0 Y
COG4886
o pfam12799
2265147482 g(%lzgglzs.oo Leucine-rich repeat (LRR) protein r';el:;?z_;‘;‘) LRR_4 0o | N
peat (& pfam00932 LTD
protein
pfam13432
TPR_16
COG3063 Tfp -
POR_0167. . N . fam13371
2265147526 OR_0167.00 Tfp pilus assembly protein PilF pilus assembly pfam133 1 N
000040 rotein PilF TPR_9
P pfam13414
TPR_11
pfam13174
POR_0192.00 . . TPR_6
3A 2265147540 000020 hypothetical protein pfam13432 0 N
TPR_16
COG3903
2265147551 POR_0206.00 hypothetical protein Predicted pfam07719 0 N
000020 TPR_2
ATPase -
POR_0422.00 ) COG2319 FOG: pfam00400
2265147671 000010 FOG: WDA40 repeat WD40 repeat WD40 0 N
pfam00400
POR_0471.00 . COG2319 FOG: WD40
2265147722 000010 FOG: WDA40 repeat WD40 repeat pfam00963 0 N
Cohesin
COG5010 Flp
POR_0079.00 . . . pfam13414
2265147900 000020 Tetratricopeptide repeat. pilus assembly TPR 11 0 N

protein TadD,
contains TPR




repeats

COG5010 Flp
pilus assembly
2265147902 POR_0079.00 Tetratricopeptide repeat. protein TadD, pfam13414
000040 . TPR_11
contains TPR -
repeats
pfam13435
Cytochrome_C5
POR_0083.00 . . COG0457 FOG: 54 pfam13424
2265147912 000070 hypothetical protein TPR repeat TPR 12
pfam13414
TPR_11
TIGR04183 Por
secretion
POR_0087.00 . COG2319 FOG: pfam00400
2265147921 000040 FOG: WD40 repeat WD40 repeat WD40 system C.
terminal sorting
domain
POR3G_0003 COG3063 Tip pFiaemOYi)g‘l
2265142644 - Tfp pilus assembly protein PilF pilus assembly 9_prop
8 rotein PilF pfam13414
P TPR_11
COG3391
2265142656 POR3G_0005 Uncharacterized conserved protein Uncharacterized pfam01436 NHL
0 conserved
protein
3G
coG4105DNA | Pfamisiza
2265142696 POR3G_0009 DNA uptake lipoprotein uptake TPR_6
0 prake fipop i op e pfam13414
pop TPR_11
POR3G_0011 . COG2319 FOG: pfam00400
2265142724 8 FOG: WD40 repeat WD40 repeat WD40
POR3G_0012 . C0OG2319 FOG: pfam00400
2265142730 4 FOG: WD40 repeat WD40 repeat WD40

pfam07635




PSCytl

POR3G_0016 . COG2319 FOG: pfam00400
2265142767 2 FOG: WDA40 repeat WD40 repeat WD40
pfam08662
elF2A
POR3G_0020 . COG2319 FOG: pfam00400
2265142809 4 FOG: WD40 repeat WD40 repeat WD40
pfam13583
Reprolysin_4
COG1520 FOG:
2265142812 | POR3G.0020 FOG: WD40-like repeat WD40-like pfam13360
7 PQQ_2
repeat
POR3G_0028 ) C0G2319 FOG: pfam00400
2265142893 8 FOG: WD40 repeat WD40 repeat WD40
COGO0515
2265142902 POR3G_0029 Serine/threonine protein kinase Serine/threonin pfam00069
7 L Pkinase
e protein kinase
POR3G_0032 ) C0G2319 FOG: pfam00400
2265142931 6 FOG: WD40 repeat WD40 repeat WD40
pfam07719
TPR_2
COG3063 Tfp —
POR 4 . N . fi 1
2265142952 70 3G_003 Tfp pilus assembly protein PilF pilus assembly P ?_22051 5
protein PilF pfam1§414
TPR_11
COG4785
POR3G_0037 Lipoprotein Nlpl, contains TPR Lipoprotein Nlpl, pfam13414
2265142982 7 repeats contains TPR TPR_11
repeats
. . COG1729 pfam13525 YfiO
2265143012 POR3G_0040 Uncharacter!zed protgln conserved Uncharacterized pfam13181
7 in bacteria .
protein TPR_8

conserved in

pfam13174




bacteria TPR_6
2265143015 POR3G_0041 hypothetical protein pfam13205
0 Big_5
2265143026 | | OR36-0042 Cadherin domain. pfam00028
1 Cadherin
COG3063 Tfp pfam13414
POR3G_0044 . R . TPR_11
2265143051 Tfp pilus assembly protein PilF pilus assembly
6 rotein PilF pfam00515
P TPR 1
COG3063 Tfp pfam13414
POR3G_0052 . N j TPR_11
2265143127 - Tfp pilus assembly protein PilF pilus assembly -
2 rotein PilF pfam07719
P TPR 2
COG3063 Tfp
2265143151 POR3G_0054 Tfp pilus assembly protein PilF pilus assembly pfam07719
6 . TPR_2
protein PilF -
COG3063 Tfp pfam13414
POR3G_0056 . R i TPR_11
2265143165 - Tfp pilus assembly protein PilF pilus assembly —
0 rotein PilF pfam00515
P TPR 1
pfam03683
UPF0175
COG3063 Tfp
POR . A j fi 1
2265143168 30 3G_006 Tfp pilus assembly protein PilF pilus assembly P ?_22051 5
protein PilF pfam1§414
TPR_11
T
POR3G_0057 . . . Leucine-rich pfam12799
2265143182 7 Leucine-rich repeat (LRR) protein repeat (LRR) LRR 4 sy;tem C'
. terminal sorting
protein )
domain
: fi 4
2265143194 POR3G_0058 FOG: WDA40 repeat COG2319 FOG: pfam00400

WD40




9 WDA40 repeat pfam08662
elF2A
COG1520 FOG:
2265143209 | FOR3G_0060 hypothetical protein WD40-like pfam13360
4 PQQ_2
repeat
COG4783
Putative Zn-
2265143211 POR3G_0060 Putative Zn.-dependent protease, dependent pfam13414
6 contains TPR repeats protease, TPR_11
contains TPR
repeats
pfam07593
POR3G_0060 UnbV_ASPIC
2265143213 8 ASPIC and UnbV. pfam13517
VCBS
POR3G_0062 . . pfam13414
2265143231 6 hypothetical protein TPR 11
COG1520 FOG:
2265143312 s OR3G_0070 hypothetical protein WD40-like pfzng%;O
repeat -
COG3063 Tfp pfam13676
POR3G_0071 . R ; TIR_2
2265143317 - Tfp pilus assembly protein PilF pilus assembly -
8 rotein PilF pfam13414
P TPR_11
COG1595 DNA-
directed RNA pfam04542 TIGR02937
polymerase Sigma70_r2 RNA
2265143324 POR3G_0072 RNA polymerase S|gma factor, specialized pfam04545 polymerase
0 sigma-70 family . . Sigma70_r4 .
sigma subunit, sigma factor,
sigma24 pfam00400 sigma-70 famil
9 WD40 9 y
homolog
POR3G_0076 Flp pilus assembly protein TadD, COG5010 Flp pfam07719
2265143366 . .
2 contains TPR repeats pilus assembly TPR_2
protein TadD, pfam13414




contains TPR TPR_11
repeats
POR3G_0077 . COG2319 FOG: pfam00400
2265143378 4 FOG: WD40 repeat WD40 repeat WD40
POR3G_0078 . COG2319 FOG: pfam00400
2265143389 5 FOG: WD40 repeat WD40 repeat WD40
pfam00404
POR3G_0079 . Dockerin_1
2265143397 3 Dockerin type | repeat. pfam11306
DUF3108
pfam13860 TIGRO41§3 Por
POR3G_0080 COG2319 FOG: FigD_ig secretion
2265143407 3 FOG: WDA40 repeat WD40 repeat pfam00400 terzz:rgoi—m
WD40 orting
domain
pfam13860 TIGRO41§3 Por
POR3G_0086 COG2319 FOG: FigD_ig secretion
2265143472 8 FOG: WDA40 repeat WD40 repeat pfam00400 terzi:rgoi}n
WD40 orting
domain
POR3G_0088 COG1520 FOG: pfzng%s?O
2265143484 - FOG: WD40-like repeat WDA40-like -
0 repeat pfam13360
P PQQ 2
POR3G_0089 ) . pfam13414
2265143503 9 Tetratricopeptide repeat. TPR 11
pfam07593
POR3G_0093 UnbV_ASPIC
2265143543 9 ASPIC and UnbV. pfam13517
VCBS
fam13360
2265143550 EORSG—OOM PQQ enzyme repeat. COG1520 FOG: P PQQ 2

WD40-like

pfam01011




repeat PQQ
COGa105DNA | Pfamo0515
2265143555 POR3G_0095 hypothetical protein uptake TPR_1
1 P P li 0p rotein pfam13432
pop TPR_16
pfam13432
TPR_16
COG4235 pfam13517
POR3G_0095 . . Cytochrome ¢ VCBS
2265143557 3 Cytochrome c biogenesis factor biogenesis pfam13428
factor TPR_14
pfam07593
UnbV_ASPIC
pfam13517
POR3G_0095 VCBS
2265143559 5 ASPIC and UnbV. pfam07593
UnbV_ASPIC
POR3G_0096 pfam13517
2265143567 3 FG-GAP repeat. VCBS
POR3G_0098 . COG2319 FOG: pfam00400
2265143587 3 FOG: WD40 repeat WD40 repeat WD40
COG3063 Tfp
POR 102 . N i fam13414
2265143625 OR3G_010 Tfp pilus assembly protein PilF pilus assembly pfam13
1 S TPR_11
protein PilF -
pfam08867
POR3G_0105 . COG0457 FOG: FRG
2265143655 1 FOG: TPR repeat TPR repeat pfam13414
TPR_11
POR3G_0106 . . pfam13414
2265143667 3 Tetratricopeptide repeat. TPR 11
TIGR03437
2265143691 PORSG_0108 IPT/TIG domain. pfam01833 TIG G. 0343
7 Solibacter
pfam13205

uncharacterized




Big_5 C-terminal
domain
pfam13424
TPR_12
COG3063 Tfp pfam13432
POR3G_0109 . A . TPR_16
2265143695 - Tfp pilus assembly protein PilF pilus assembly -
1 rotein PilF pfam13371
P TPR 9
pfam13414
TPR_11
COG4785
POR3G_0113 Lipoprotein Nlpl, contains TPR Lipoprotein Nlpl, pfam13414
2265143741 7 repeats contains TPR TPR_11
repeats
pfam11074
DUF2779
POR3G_0115 . COG0457 FOG: pfam00515
2265143756 5 FOG: TPR repeat TPR repeat TPR_1
pfam13414
TPR_11
pfam13517
POR3G_0116 VCBS
2265143771 7 ASPIC and UnbV./FG-GAP repeat. pfam07593
UnbV_ASPIC
POR3G_0128 . COG2319 FOG: pfam00400
2265143886 3 FOG: WD40 repeat WD40 repeat WD40
POR3G_0128 . COG2319 FOG: pfam00400
2265143887 4 FOG: WD40 repeat WD40 repeat WD40
pramorse | ML
22651430929 | HOR3G_0132 ASPIC and UnbV. UnbV_ASPIC system C-
6 pfam13517 terminal sortin
VCBS 9

domain




pfam00400

WD40 TIGl?Rgi%?
2265143955 POR3G_0135 RNA polymerase S|ng1a factor, COG2319 FOG: pfam04542 polymerase
2 sigma-70 family WD40 repeat Sigma70_r2 .
sigma factor,
pfam04545 sigma-70 famil
Sigma70_r4 9 y
POR3G_0135 ) COG2319 FOG: pfam00400
2265143956 3 FOG: WDA40 repeat WDA40 repeat WD40
COG3063 Tfp pfam13414
POR3G_0136 . N i TPR_11
2265143970 - Tfp pilus assembly protein PilF pilus assembly -
! rotein PilF pfam12950
P Taql_C
COG4235
POR3G_0137 . . Cytochrome ¢ pfam13414
2265143975 2 Cytochrome c biogenesis factor biogenesis TPR 11
factor
POR3G_0142 . COG2319 FOG: pfam00400
2265144026 4 FOG: WD40 repeat WD40 repeat WD40
pfam00400
POR3G_0142 . COG2319 FOG: WD40
2265144027 5 FOG: WD40 repeat WD40 repeat pfam00404
Dockerin_1
POR3G_0142 . COG2319 FOG: pfam00400
2265144028 6 FOG: WD40 repeat WD40 repeat WD40
TIGR04183 Por
secretion
POR3G_0142 . COG2319 FOG: pfam00400
2265144029 7 FOG: WD40 repeat WD40 repeat WD40 system C_
terminal sorting
domain
COG5010 FI
2265144075 POR3G_0147 Flp pilus assembly protein TadD, ilus assemblp pfam13414
3 contains TPR repeats P y TPR_11

protein TadD,
contains TPR




repeats

COG4783
Putative Zn- pfam00515
POR3G_0150 Putative Zn-dependent protease, dependent TPR_1
2265144109 7 contains TPR repeats protease, pfam13414
contains TPR TPR_11
repeats
pfam13637
POR3G_0152 ) . COG0666 FOG: Ank_4
2265144130 8 FOG: Ankyrin repeat Ankyrin repeat pfam12796
Ank_2
pfam07593
POR3G_0153 UnbV_ASPIC
2265144137 5 ASPIC and UnbV. pfam13517
VCBS
pfam13428
TPR_14
COG3063 Tfp -
2265144159 sORSG_0155 Tfp pilus assembly protein PilF pilus assembly pf?r?;&?l
protein PilF pfam13_4l4
TPR_11
pfam13517
POR3G_0155 VCBS
2265144160 8 ASPIC and UnbV./FG-GAP repeat. pfam07593
UnbV_ASPIC
pfam13860 | 204183 Por
Flgb_ig secretion
POR3G_0158 . COG2319 FOG: pfam00963
2265144190 8 FOG: WD40 repeat WD40 repeat Cohesin te,zi:n;oim
pfam00400 . g
WD40
COG3063 Tfp
POR 1 . - . fam13414
2265144255 30 3G_0165 Tfp pilus assembly protein PilF pilus assembly pTPR 11

protein PilF

pfam07719




TPR_2

pfam07593
2265144256 POR3G_0165 ASPIC and UnbV./FG-GAP repeat. Unbv_ASPIC
4 pfam13517
VCBS
pfam13574
POR3G_0167 . COG2319 FOG: Reprolysin_2
2265144279 7 FOG: WDA40 repeat WD40 repeat pfam00400
WD40
COGO0790 FOG: pfam01844
2265144285 SOR36—0168 FOG: TPR repeat, SEL1 subfamily TPR repeat, HNH
SEL1 subfamily | pfam08238 Sell
COG3063 Tfp pfam00515
POR3G_0169 . N j TPR_1
2265144294 - Tfp pilus assembly protein PilF pilus assembly o
2 rotein PilF pfam13414
P TPR_11
POR3G_0172 ) COG2319 FOG: pfam00400
2265144329 7 FOG: WD40 repeat WD40 repeat WD40
COG3063 Tfp pfam00515
POR3G_0180 . R i TPR_1
2265144402 - Tfp pilus assembly protein PilF pilus assembly hy
0 rotein PilF pfam13414
P TPR 11
POR3G_0180 . COG0457 FOG: pfam13414
2265144404 2 FOG: TPR repeat TPR repeat TPR 11
pfam05345
He PIG
COG4886 pfam02369 T'Gsizf;t?c?npor
POR3G_0180 . . . Leucine-rich Big_1
2265144406 4 Leucine-rich repeat (LRR) protein repeat (LRR) pfam13860 sy;tem C-'
. . terminal sorting
protein FlgD_ig domain
pfam12799

LRR 4




POR3G_0181

2265144417 5 Fibronectin type 11l domain. pfam00041 fn3
POR3G_0183 . pfam00404
2265144438 6 Dockerin type | repeat. Dockerin_1
POR3G_0184 . COG2319 FOG: pfam00400
2265144444 2 FOG: WD40 repeat WD40 repeat WD40
POR3G_0184 ) C0G2319 FOG: pfam00400
2265144445 3 FOG: WDA40 repeat WD40 repeat WD40
COG1404 pfam13517 T'GSF;Zfelt?osnpor
2265144459 POR3G_0185 Subtilisin-like serine proteases Subt|||§|n-llke VCBS system C-
7 serine pfam00082 ) .
) terminal sorting
proteases Peptidase_S8 .
domain
pfam13646
POR3G_0185 . COG1413 FOG: HEAT_2
2265144460 8 FOG: HEAT repeat HEAT repeat pfam13414
TPR_11
pfam13517
POR3G_0186 VCBS
2265144470 8 FG-GAP repeat. pfam01839 FG-
GAP
POR3G_0188 COG1520 FOG: pfle;rgng%z60
2265144491 - FOG: WD40-like repeat WDA40-like iy
9 repeat pfam07676
P PD40
POR3G_0192 ) C0G2319 FOG: pfam00400
2265144529 7 FOG: WDA40 repeat WD40 repeat WD40
POR3G_0192 ) C0G2319 FOG: pfam00400
2265144530 8 FOG: WDA40 repeat WD40 repeat WD40
POR3G_0192 ) C0G2319 FOG: pfam00400
2265144531 9 FOG: WDA40 repeat WD40 repeat WD40




KO:K08884

EC:2.7.11.1 K08884
2265144532 POR3G_0193 Protein kinase domain. pfamOOOGQ N'on-specm.c serlng/thrgomne
0 Pkinase serine/threonine protein kinase,
protein kinase. bacterial
[EC:2.7.11.1]
POR3G_0193 ) COG2319 FOG: pfam00400
2265144534 2 FOG: WDA40 repeat WDA40 repeat WD40
COG0265
Trysisr'i:'e"ke pfam13414
Trypsin-like serine proteases proteases TPR_11
2265144541 SORSG—O]'% typically periplasmic, contain C- typically p;?mii]%;
terminal PDZ domain periplasmic, ypsin_
. pfam00515
contain C- TPR 1
terminal PDZ -
domain
pfam13485
POR3G_0194 . . Peptidase_MA_
2265144549 7 hypothetical protein 2 pfam13414
TPR_11
pfam07719
TPR_2
COG3063 Tfp pfam00515
POR3G_0196 . N i TPR_1
2265144568 - Tfp pilus assembly protein PilF pilus assembly hy
6 rotein PilF pfam13414
P TPR 11
pfam13676
TIR_2
COG3063 Tfp pfam13414
POR3G_0196 . N ; TPR_11
2265144570 8 - Tfp pilus assembly protein PilF pilus assembly pfam06515
protein PilF TPR 1
2965144571 POR3G_0196 Flp pilus assembly protein TadD, COG5010 Flp pfam13676
9 contains TPR repeats pilus assembly TIR_2
protein TadD, pfam13414




contains TPR TPR_11
repeats
COG3386
2265144576 ZORSG_0197 Gluconolactonase Gluconolactona | pfam01436 NHL
se
pfam13860 TIGRO41§3 Por
POR3G_0200 COG2319 FOG: FIgD_ig secretion
2265144603 1 FOG: WDA40 repeat WD40 repeat pfam00400 ter;yiitaelrr;o(r:t-in
WD40 orting
domain
pfam00963 TIGRO41§3 Por
POR3G_0200 COG2319 FOG: Cohesin secretion
2265144604 2 FOG: WDA40 repeat WD40 repeat pfam00400 terzz:rgocrtt-in
WD40 orting
domain
TIGR02608
POR3G_0200 ) COG2319 FOG: pfam00400
2265144605 3 FOG: WDA40 repeat WDA40 repeat WD40 delta-60 rgpeat
domain
pfam13516
LRR_6
pfam00400
wow | T or
POR3G_0200 . COG2319 FOG: pfam12799
2265144606 4 FOG: WD40 repeat WD40 repeat LRR 4 system C_
terminal sorting
pfam13385 domain
Laminin_G_3
pfam13860
FlgD_ig
COG5337 pfam12796
POR3G_0201 . Spore coat Ank_2
2265144613 1 Spore coat assembly protein assembly pfam08757
protein CotH
POR3G_0209 ) . pfam13414
2265144694 5 Tetratricopeptide repeat. TPR 11




pfam00400

POR3G_0210 ) COG2319 FOG: WD40
2265144710 8 FOG: WDA40 repeat WDA40 repeat pfam08662
elF2A
| pfam00023 Ank
2265144736 POR3G_0213 FOG: Ankyrin repeat COGO(.SGG FoG: pfam12796
4 Ankyrin repeat
Ank_2
2265144758 POR3G_0215 hypothetical protein pfam13205
6 Big_5
POR3G_0220 . . . pfam00932 LTD
2265144809 7 Fibronectin type 11l domain. pfam00041 fn3
COG1729 pfam09976
Uncharacterized TPR_21
POR3G_0228 Uncharacterized protein conserved ) pfam13174
2265144884 . ) protein
2 in bacteria conserved in TPR_6
bacteria pfam13432
TPR_16
COG1520 FOG:
2265144967 ZORSG—OMZ hypothetical protein WD40-like pfzng%ZGO
repeat -
pfam13205
POR3G_0242 . Big_5
2265144971 8 Dockerin type | repeat. pfam00404
Dockerin_1
POR3G_0250 ) C0G2319 FOG: pfam00400
2265145047 4 FOG: WDA40 repeat WD40 repeat WD40
pfam07593
o pspic. | TRt o
2265145080 s OR3G_0253 ASPIC and UnbV. pfﬁ:’g‘ésfso system C-
pfam1§517 terminal sgrtmg
domain

VCBS




POR3G_0254 . COG2319 FOG: pfam00400
2265145083 0 FOG: WDA40 repeat WD40 repeat WD40
POR3G_0255 . . pfam13517
2265145095 5 hypothetical protein VCBS
cosmo e | wanorns
POR3G_0255 Flp pilus assembly protein TadD, P . y TPR_2
2265145096 ; protein TadD,
3 contains TPR repeats contains TPR pfam13414
TPR_11
repeats -
pfam00400 TIGRO41§3 Por
POR3G_0255 COG2319 FOG: WD40 secretion
2265145098 5 FOG: WDA40 repeat WD40 repeat pfam04151 sy;tem C-.
terminal sorting
PPC .
domain
pfam13414
TPR_11
COG3063 Tfp -
2265145121 gORSG—O%? Tfp pilus assembly protein PilF pilus assembly pf?r?;&?l
protein PilF pfam07_719
TPR_2
COG4886
POR3G_0264 L . Leucine-rich pfam12799
2265145187 4 Leucine-rich repeat (LRR) protein repeat (LRR) LRR 4
protein
COG4785
POR3G_0265 Lipoprotein Nlpl, contains TPR Lipoprotein Nlpl, pfam13414
2265145193 0 repeats contains TPR TPR_11
repeats
POR3G_0266 . . COG0666 FOG: pfam12796
2265145204 1 FOG: Ankyrin repeat Ankyrin repeat Ank_2
COG3063 Tfp
2265145237 ZORSG—OZGQ hypothetical protein pilus assembly p?;nésfi‘l

protein PilF




COG0265

T“;pesr'irr‘]'e"ke pfam13414
Trypsin-like serine proteases proteases TPR_11
2265145239 ZOR3G—0269 typically periplasmic, contain C- typically pf?rnpwgo5115
terminal PDZ domain periplasmic, hy
. pfam13365
contain C- Trvpsin 2
terminal PDZ ypsin_
domain
COG0265
Trypsin-like
Trypsin-like serine proteases prcs)fezrzlaleezs pfam13414
POR3G_0269 h . ) L . ' TPR_11
2265145240 - typically periplasmic, contain C- typically -
7 : ) : ) pfam13365
terminal PDZ domain periplasmic, .
. Trypsin_2
contain C-
terminal PDZ
domain
pfam13517
POR3G_0285 VCBS
2265145400 8 ASPIC and UnbV. pfam07593
UnbV_ASPIC
COG3063 Tfp pfam00515
POR3G_0285 . R i TPR_1
2265145401 - Tfp pilus assembly protein PilF pilus assembly hy
o rotein PilF pfam13414
P TPR 11
COG4783 pfam08867
Putative Zn- FRG
POR3G_0286 Putative Zn-dependent protease, dependent pfam13414
2265145409 7 contains TPR repeats protease, TPR_11
contains TPR pfam12950
repeats Taql_C
COG3063 Tfp pfamo0515
POR3G_0286 . - . TPR_1
2265145411 9 - Tfp pilus assembly protein PilF pilus assembly pfam13414
protein PilF TPR_11

pfam13181




TPR_8

COG3063 Tfp pfam13174
POR3G_0287 . A . TPR_6
2265145415 - Tfp pilus assembly protein PilF pilus assembly y
8 rotein PilF pfam13414
P TPR_11
COG1520 FOG:
2265145638 | L ORoC-0309 FOG: WD40-like repeat WD40-like pfam13360
6 PQQ_2
repeat
COG1520 FOG:
2265145640 | FOR3G_0309 FOG: WD40-like repeat WD40-like pfam13360
8 PQQ 2
repeat
pfam07635
COG4886 PSCytl
POR3G_0313 . . . Leucine-rich pfam12799
2265145672 0 Leucine-rich repeat (LRR) protein repeat (LRR) LRR 4
protein pfam00963
Cohesin
COG1595 DNA-
directed RNA Sizfrir;‘?gzil , | TIGR02937
. polymerase - = RNA
2265145674 POR3G_0313 RNA polymerase S|gma factor, specialized pfam04542 polymerase
2 sigma-70 family . . Sigma70_r2 .
sigma subunit, sigma factor,
. pfam12799 . ;
sigma24 sigma-70 family
LRR_4
homolog -
pfam12799
COG4886 LRR_4 T'Gsz(i‘:elt?jnpor
2265145675 POR3G_0313 Leucine-rich repeat (LRR) protein Leucine-rich pfam00963 system C-
3 repeat (LRR) Cohesin . .
. terminal sorting
protein pfam07635 domain
PSCytl
COG4886
POR3G_0313 . . . Leucine-rich pfam12799
2265145676 4 Leucine-rich repeat (LRR) protein repeat (LRR) LRR 4

protein




COG4886

POR3G_0313 . . . Leucine-rich pfam12799
2265145677 5 Leucine-rich repeat (LRR) protein repeat (LRR) LRR 4
protein
COG4886
POR3G_0313 . . . Leucine-rich pfam12799
2265145678 6 Leucine-rich repeat (LRR) protein repeat (LRR) LRR 4
protein
COG4886 pfam03537
POR3G_0313 L . Leucine-rich Glyco_hydro_11
2265145679 7 Leucine-rich repeat (LRR) protein repeat (LRR) 4 pfam12799
protein LRR_4
COG4886
POR3G_0313 L . Leucine-rich pfam12799
2265145680 8 Leucine-rich repeat (LRR) protein repeat (LRR) LRR 4
protein
Glli:SsG(j;Ljrsbos pfamo00S8 TIGSF;?:?;t?OSnPor
2265145705 SORSG—O316 Glucose/sorbosone dehydrogenases one Ld!;;?f:g:i)b system C-
dehydrogenase P . terminal sorting
FlgD_ig .
s domain
pfam12799
COG4886 LRR_4 T'Gsz(i‘:elt?jnpor
2265145707 POR3G_0316 Leucine-rich repeat (LRR) protein Leucine-rich pfam13§88 system C-
5 repeat (LRR) Reprolysin_5 . .
. terminal sorting
protein pfam13860 .
) domain
FlgD_ig
COG0683 ABC-
. . type pranched— pfam00404
ABC-type branched-chain amino chain amino )
POR3G_0316 . . . . Dockerin_1
2265145708 6 acid transport systems, periplasmic acid transport pfam13458
component sy.stems,. Peripla BP_6
periplasmic

component




TIGR04183 Por

COG4886 pfam12799 secretion
POR3G_0316 . . . Leucine-rich LRR_4
2265145709 7 Leucine-rich repeat (LRR) protein repeat (LRR) pfam13860 sy.stem C-.
rotein FigD_ig terminal sorting
P - domain
COG4886 pfam12799
POR3G_0316 . . . Leucine-rich LRR_4
2265145710 8 Leucine-rich repeat (LRR) protein repeat (LRR) pfam12044
protein Metallopep
pfam13860 TIGRO41§3 Por
POR3G_0316 COG2319 FOG: FigD_ig secretion
2265145711 9 FOG: WD40 repeat WD40 repeat pfam00400 term:n;oi}n
WD40 orting
domain
pfam00400 TIGRO41§3 Por
POR3G_0317 COG2319 FOG: WD40 secretion
2265145712 0 FOG: WD40 repeat WD40 repeat pfam13860 system C-.
FlgD._ig terminal sorting
- domain
pfam07676
POR3G_0317 . COG2319 FOG: PD40
2265145719 7 FOG: WD40 repeat WD40 repeat pfam00400
WD40
COG3391 pfam13860 T'Gsz(i‘:elt?jnpor
2265145723 POR3G_0318 Uncharacterized conserved protein Uncharacterized Flgb_ig system C-
1 conserved pfam00058 : .
. terminal sorting
protein Ldl_recept_b .
domain
COG3391 pfam13860 T'Gsizfgfsnpor
POR3G_0318 Low-density lipoprotein receptor Uncharacterized FlgD_ig
2265145724 system C-
2 repeat class B. conserved pfam00058 ) .
. terminal sorting
protein Ldl_recept_b .
domain
2265145745 . . COGO0491 Zn- pfam07719
POR3G_0320 Zn-dependent hydrolases, including dependent TPR 2




3 glyoxylases hydrolases, pfam00753
including Lactamase_B
glyoxylases
COG0810
Periplasmic
2265145750 POR3G_0320 Periplasmic protein TonB, links inner protgln TonB, pfam13750
8 and outer membranes links inner and Big_3 3
outer
membranes
pfam12969
DUF3857
pfam01841
POR3G_0322 ) COG0457 FOG: | Transglut_core
2265145762 0 FOG: TPR repeat TPR repeat pfam07719
TPR_2
pfam13432
TPR_16
POR3G_0324 . COG2319 FOG: pfam00400
2265145786 4 FOG: WD40 repeat WD40 repeat WD40
POR3G_0324 . COG2319 FOG: pfam00400
2265145787 5 FOG: WD40 repeat WD40 repeat WD40
pfam00400
POR3G_0324 . COG2319 FOG: WD40
2265145788 6 FOG: WD40 repeat WD40 repeat pfam08662
elF2A
pfam00515
TPR_1
COG3063 Tfp =
2265145843 EORSG_O%O Tfp pilus assembly protein PilF pilus assembly pf_?;:alSﬁA
protein PilF pfam1§174
TPR_6
POR3G_0330 ) COG2319 FOG: pfam00400
2265145848 6 FOG: WD40 repeat WD40 repeat WD40




POR3G_0330 . COG2319 FOG: pfam00400
2265145849 7 FOG: WDA40 repeat WD40 repeat WD40
pfam13432
TPR_16
COG3063 Tfp pfam13429
POR3G_0337 . A . TPR_15
2265145912 - Tfp pilus assembly protein PilF pilus assembly -
0 rotein PilF pfam13414
P TPR_11
pfam13431
TPR_17
pfam13414
TPR_11
COG2956 pfam13432
POR3G_0337 ) . Predicted N- TPR_16
2265145913 1 Tetratricopeptide repeat. acetylglucosami pfam13385
nyl transferase Laminin_G_3
pfam00515
TPR_1
COG3063 Tfp pfam13414
POR3G_0339 . R ; TPR_11
2265145937 - Tfp pilus assembly protein PilF pilus assembly -
° rotein PilF pfam00515
P TPR 1
COG3063 Tfp pfam13676
POR3G_0341 . R i TIR_2
2265145959 - Tfp pilus assembly protein PilF pilus assembly -
! rotein PilF pfam13414
P TPR 11
pfam13414
cossatort | "ree
POR3G_0342 Flp pilus assembly protein TadD, P ) y pfam00515
2265145965 . protein TadD,
3 contains TPR repeats . TPR_1
contains TPR
reneats pfam08867
P FRG
POR3G_0342 Lipoprotein Nlpl, contains TPR COG4785 pfam13414
2265145967 5 repeats Lipoprotein Nipl, TPR_11

contains TPR




repeats

POR3G_0356 . COG2319 FOG: pfam00400
2265146104 2 FOG: WDA40 repeat WD40 repeat WD40
pfam13414
s ssompry | TPRL
POR3G_0358 Flp pilus assembly protein TadD, P . y pfam13176
2265146124 ; protein TadD,
2 contains TPR repeats . TPR_7
contains TPR
repeats pfam13432
P TPR_16
COG4785
POR3G_0363 Lipoprotein Nlpl, contains TPR Lipoprotein Nlpl, pfam13414
2265146178 6 repeats contains TPR TPR_11
repeats
COG3063 Tfp pfam00515
POR3G_0364 . N j TPR_1
2265146187 - Tfp pilus assembly protein PilF pilus assembly hy
> rotein PilF pfam13414
P TPR 11
pfam13860 | 04183 Por
Flgb_ig secretion
POR3G_0364 . COG2319 FOG: pfam00400
2265146191 9 FOG: WD40 repeat WD40 repeat WD40 terzi:n;oiin
pfam05345 domain 9
He PIG
COG1520 FOG:
2265146230 | HOR3G_0368 FOG: WD40-like repeat WD40-like pfam13360
8 PQQ_2
repeat
COG1520 FOG:
2265146232 | DOR3G_0369 FOG: WD40-like repeat WD40-like pfam13360
0 PQQ_2
repeat
POR3G_0371 . COG2319 FOG: pfam00400
2265146255 3 FOG: WD40 repeat WD40 repeat WD40
2265146280 POR3G 0373 Tfp pilus assembly protein PilF QOG3063 Tip pfam13414
- pilus assembly TPR_11




8 protein PilF pfam03683
UPF0175
COG1729
POR3G_0374 Uncharacterized protein conserved Uncharact.erlzed pfam13414
2265146285 - . ) protein 1
3 in bacteria . TPR_11
conserved in -
bacteria
COG1729
POR3G_0378 Uncharacterized protein conserved Uncharact.enzed pfam13174
2265146331 . . protein 1
9 in bacteria . TPR_6
conserved in
bacteria
pfam00413
Peptidase_M10
COG5549 pfam13181
POR3G_0382 . Predicted Zn- TPR_8
2265146370 8 Predicted Zn-dependent protease dependent pfam13424 1
protease TPR_12
pfam13414
TPR_11
pfam00400 TIGRO41§3 Por
POR3G_0385 COG2319 FOG: WD40 secretion
2265146393 1 FOG: WDA40 repeat WD40 repeat pfam12044 sy;tem C-. 1
Metallopep terminal sorting
domain
C0OG4262
Predicted szﬁnr?r?em:;mh KO:K00797
. - ; idi — EC:25.1.1 E, SRM
POR3G_0388 Predicted spermidine synthase with sperm|d|ng pfam13414 c 5. . 6 spe S
2265146424 . . synthase with Spermidine spermidine 13
2 an N-terminal membrane domain . TPR_11
an N-terminal - synthase. synthase
membrane pfam13424 [EC:2.5.1.16]
- TPR_12 e
domain —
POR3G_0390 ) COG2319 FOG: pfam00400
2265146429 9 FOG: WDA40 repeat WD40 repeat WD40 0




POR3G_0398 . COG2319 FOG: pfam00400
2265146482 2 FOG: WDA40 repeat WD40 repeat WD40
POR3G_0401 . COG2319 FOG: pfam00400
2265146514 4 FOG: WD40 repeat WD40 repeat WD40
pram08281 TIGR02937
Sigma70_r4_2 RNA
POR3G_0402 RNA polymerase sigma factor, COG2319 FOG: pfam00400
2265146522 2 sigma-70 family WDA40 repeat WD40 polymerase
sigma factor,
pfam04542 sigma-70 famil
Sigma70_r2 9 y
COG3391
2265146524 POR3G_0402 Uncharacterized conserved protein Uncharacterized pfam01436 NHL
4 conserved
protein
iz | oo
POR3G_0407 . FigD_ig
2265146576 6 Dockerin type | repeat. pfam00404 system C.
. terminal sorting
Dockerin_1 .
domain
pfam00963
COG4886 Cohesin T'Gsz(i‘:elt?jnpor
POR3G_0407 L . Leucine-rich pfam12799
2265146578 8 Leucine-rich repeat (LRR) protein repeat (LRR) LRR 4 system C—_
. terminal sorting
protein pfam13860 .
. domain
FlgD_ig
pfam07635
PSCytl
COG4886 pfam12799 T'Gsz(i‘:elt?jnpor
POR3G_0408 L . Leucine-rich LRR_4
2265146581 1 Leucine-rich repeat (LRR) protein repeat (LRR) pfam00963 sy;tem C-.
. ; terminal sorting
protein Cohesin domain
pfam13860
FlgD_ig
2265146594 . COG1595 DNA- pfam04542 TIGR02937
POR3G_0409 RNA polymerase sigma factor, directed RNA Sigma70_r2 RNA




4 sigma-70 family polymerase pfam08281 polymerase
specialized Sigma70_r4_2 sigma factor,
sigma subunit, pfam00400 sigma-70 family
sigma24 WD40
homolog
COG1196 pfam00069
POR3G_0409 Protein kinase Chromosome Pkinase
2265146597 7 domain./Tetratricopeptide repeat. segregation pfam13414
ATPases TPR_11
COG3063 Tfp
2265146601 POR3G_0410 Tfp pilus assembly protein PilF pilus assembly pfam13414
1 . TPR_11
protein PilF
C0OG0265
Trypsin-like
Trypsin-like serine proteases rcs)fezrzlaleezs pfam13414
POR3G_0423 yp : ° proteases, proteases, TPR 11
2265146706 typically periplasmic, contain C- typically
1 . ) : . pfam13365
terminal PDZ domain periplasmic, .
. Trypsin_2
contain C-
terminal PDZ
domain
COG5010 Flp
. . il I
POR3G_0423 | Flp pilus assembly protein Tadp, | PIUS assembly pfam13414
2265146709 . protein TadD,
4 contains TPR repeats . TPR_11
contains TPR
repeats
COG4886 pfam13860 T'Gsizfelt?fnpor
POR3G_0425 . . . Leucine-rich FlgD_ig
2265146726 1 Leucine-rich repeat (LRR) protein repeat (LRR) pfam12799 sy;tem C.
. terminal sorting
protein LRR_4 .
domain
COG3391 pfam00058
TIGR04183 Por
POR3G_0425 Low-density lipoprotein receptor Uncharacterized LdI_recept_b )
2265146727 . secretion
2 repeat class B./CARDB./Trypsin. conserved pfam07705 System C-
protein CARDB Y

pfam13365

terminal sorting




Trypsin_2 domain
pfam13860
FlgD_ig
COG4257
2265146737 SORSG—MZG NHL repeat. Streptogramin pfam01436 NHL
lyase
POR3G_0430 . COG2319 FOG: pfam00400
2265146755 7 FOG: WDA40 repeat WD40 repeat WD40
POR3G_0430 ) COG2319 FOG: pfam00400
2265146756 8 FOG: WDA40 repeat WD40 repeat WD40
pfam13414
C0OG4235 TPR_11
POR3G_0433 . . Cytochrome ¢ pfam13517
2265146783 5 Cytochrome c biogenesis factor biogenesis VCBS
factor pfam13181
TPR_8
POR3G_0436 . . pfam13414
2265146808 0 hypothetical protein TPR 11
pfam00963 TIGRO41§3 Por
POR3G_0437 COG2319 FOG: Cohesin secretion
2265146827 9 FOG: WDA40 repeat WD40 repeat pfam00400 terrsg/;t;alrgo(:t-in
WD40 oriing
domain
pfam13365
COG1262 Trypsin_2
2265146838 POR3G_0439 Uncharacterized conserved protein Uncharacterized pfam13414
0 conserved TPR_11
protein pfam03781
FGE-sulfatase
COG0265
POR3G_0439 . . Trypsin-like pfam13414
2265146839 1 hypothetical protein serine TPR 11
proteases,

typically




periplasmic,

contain C-
terminal PDZ
domain
COG0265
Trypsin-like
serine
Trypsin-like serine proteases, proteases,
2265146840 POR3G_0439 typically periplasmic, contain C- typically pfam13414
2 . ) : . TPR_11
terminal PDZ domain periplasmic,
contain C-
terminal PDZ
domain
2265146848 POR3G_0440 Leucine-rich repeat (LRR) protein Leucine-rich LRR_4
0 repeat (LRR)
rotein pfam00028
P Cadherin
COG3386
2265146854 ZORSG—OMO Gluconolactonase Gluconolactona | pfam01436 NHL
se
COG4886 pfami27gg | TICR04183 Por
POR3G_0442 . _ Leucine-rich LRR 4 secretion
2265146875 7 Leucine-rich repeat (LRR) protein repeat (LRR) pfam00963 sy;tem C-.
. ; terminal sorting
protein Cohesin .
domain
POR3G_0443 ) . COGO0666 FOG: pfam12796
2265146884 6 FOG: Ankyrin repeat Ankyrin repeat Ank_2
pfam13517
VCBS
POR3G_0445 ) . COGO0666 FOG: pfam07593
2265146899 1 FOG: Ankyrin repeat Ankyrin repeat UnbV_ASPIC
pfam12796

Ank_2




COG4783

Putative Zn- pfam00515
POR3G_0445 . . dependent TPR_1
2265146901 3 Tetratricopeptide repeat. protease, pfam13414
contains TPR TPR_11
repeats
COG1293
Predicted RNA- pfam05670
2265146931 POR3G_0449 Predicted RNA-binding protein binding protein DUF814
1 homologous to eukaryotic ShnRNP homologous to pfam05833
eukaryotic FbpA
SnRNP
COG3063 Tfp pfam13414
POR3G_0449 . - . TPR_11
2265146937 Tfp pilus assembly protein PilF pilus assembly
! rotein PilF pfamo0515
P TPR 1
pfam13365
Trypsin_2
POR3G_0452 . COG2319 FOG: pfam00930
2265146960 7 FOG: WD40 repeat WD40 repeat DPPIV_N
pfam00400
WD40
COG4783 pfam13174
Putative Zn- TPR_6
2265146961 POR3G_0452 Putative Zn.-dependent protease, dependent pfam13414
8 contains TPR repeats protease, TPR_11
contains TPR pfam07719
repeats TPR_2
COG1729 pfam13432
Uncharacterized TPR_16
POR3G_0452 Uncharacterized protein conserved ) pfam07719
2265146962 . . protein
9 in bacteria conserved in TPR_2
bacteria pfam13414
TPR_11
2265146970 hypothetical protein COG1729 pfam13414
POR3G_0453 Uncharacterized TPR_11




7 protein pfam07719
conserved in TPR_2
bacteria
CO0G2912
2265147034 POR3G_0460 Uncharacterized conserved protein Uncharacterized pfam13371
1 conserved TPR_9
protein
COG3063 Tfp pfam13414
POR3G_0460 . N j TPR_11
2265147040 7 - Tfp pilus assembly protein PilF pilus assembly pfam 05683
protein PilF UPFO175
COG3063 Tfp pfam13414
POR3G_0461 . - j TPR_11
2265147043 - Tfp pilus assembly protein PilF pilus assembly -
0 rotein PilF pfam13181
P TPR 8
COG0265
Trypsin-like
Trypsin-like serine proteases prcs)fezrzlaleezs pfam13365
2265147054 POR3G_0462 typically periplasmic, contain C- typically Trypsin_2
1 : ) : . pfam13414
terminal PDZ domain periplasmic,
. TPR_11
contain C- -
terminal PDZ
domain
COG1729
POR3G_0463 Uncharacterized protein conserved Uncharact.enzed pfam13174
2265147063 . . protein
0 in bacteria . TPR_6
conserved in
bacteria
COG4886
POR3G_0465 . . . Leucine-rich pfam12799
2265147082 4 Leucine-rich repeat (LRR) protein repeat (LRR) LRR 4
protein
2265147083 POR3G_0465 Leucine-rich repeat (LRR) protein COG4886 pfam12799 KO:K13730 inlA

Leucine-rich




5 repeat (LRR) LRR_4 internalin A
protein
COG3063 Tfp
2265147089 POR3G_0466 Tfp pilus assembly protein PilF pilus assembly pfam13414
1 S TPR_11
protein PilF -
pfam00515
C”(f:g;eom':tir TPR_1 KO:K12600
POR3G_0467 Flp pilus assembly protein TadD, P . y pfam13414 SKI3, TTC37
2265147102 ; protein TadD, ;
4 contains TPR repeats . TPR_11 superkiller
contains TPR .
repeats pfam07719 protein 3
P TPR 2
2265147136 | [ ORSC_0470 Cadherin domain. pfam00028
8 Cadherin
COG4886
POR3G_0472 . . . Leucine-rich pfam12799
2265147152 4 Leucine-rich repeat (LRR) protein repeat (LRR) LRR 4
protein
COG2956
2265147191 POR3G_0476 Predicted N-acetylglucosaminyl Predicted N- . pfam13414
3 transferase acetylglucosami TPR_11
nyl transferase
COG4886 pfam00404 T'Gsiz‘:elt?fnpor
POR3G_0477 L . Leucine-rich Dockerin_1
2265147201 3 Leucine-rich repeat (LRR) protein repeat (LRR) pfam12799 system C—_
. terminal sorting
protein LRR_4 .
domain
POR3G_0478 . COG2319 FOG: pfam00400
2265147217 9 FOG: WD40 repeat WD40 repeat WD40
COG4785 pfam13414
POR3G_0481 Lipoprotein Nlpl, contains TPR Lipoprotein Nipl, TPR_11
2265147241 3 repeats contains TPR pfam07719
repeats TPR_2




POR3G_0482 . COG2319 FOG: pfam00400
2265147251 8 FOG: WDA40 repeat WD40 repeat WD40
pfam07593
POR3G_0484 UnbV_ASPIC
2265147265 4 ASPIC and UnbV. pfam13517
VCBS
COG3063 Tfp
2265147281 POR3G_0486 Tfp pilus assembly protein PilF pilus assembly pfam13414
1 . TPR_11
protein PilF -
COG5010 Flp pfam00515
ilus assembl TPR 1
POR3G_0486 | Flp pilus assembly protein TadD, | P > @ y pfam13414
2265147285 . protein TadD,
5 contains TPR repeats . TPR_11
contains TPR
repeats pfam13181
P TPR 8
POR3G_0487 . COG2319 FOG: pfam00400
2265147298 8 FOG: WD40 repeat WD40 repeat WD40
pfam13424
COG4235 TPR_12
POR3G_0488 . . Cytochrome ¢ pfam07719
2265147302 2 Cytochrome c biogenesis factor biogenesis TPR 2
factor pfam13414
TPR_11
COG3391
2965147318 POR3G_0489 Low-density lipoprotein receptor Uncharacterized pfam00058
8 repeat class B. conserved Ldl_recept_b
protein
COG4886
POR3G_0490 . . . Leucine-rich pfam12799
2265147321 1 Leucine-rich repeat (LRR) protein repeat (LRR) LRR 4
protein
POR3G_0490 . COG2319 FOG: pfam00400
2265147323 3 FOG: WD40 repeat WD40 repeat WD40




COG3401
Fibronectin type

2265147368 EORSG—O495 Fibronectin type 11l domain. 3 domain- pfam00041 fn3
containing
protein
. COG2319 FOG: pfam00400
2265140811 | or0807 FOG: WD40 repeat WD40 repeat WD40
. COG2319 FOG: pfam00400
2265140812 | or0808 FOG: WDA40 repeat WD40 repeat WD40
pfam00963
COG4886 Cohesin T'Gsiz‘:;?fnpor
L . Leucine-rich pfam12799
2265140825 | or0137 Leucine-rich repeat (LRR) protein repeat (LRR) LRR 4 sy;tem C-.
. terminal sorting
protein pfam13860 .
. domain
FlgD_ig
f 771
COG3063 Tfp P i??e ) o
2265140848 | or0850 Tfp pilus assembly protein PilF pilus assembly =
rotein PilF pfam13414
P TPR 11
4C
COG3391 TIGR041§3 Por
Low-density lipoprotein receptor Uncharacterized pfam00058 secretion
2265140865 | or0871 system C-
repeat class B. conserved Ldl_recept_b . .
. terminal sorting
protein .
domain
. COG2319 FOG: pfam00400
2265140866 | or0873 FOG: WD40 repeat WD40 repeat WD40
. COG2319 FOG: pfam00400
2265140867 | or0874 FOG: WD40 repeat WD40 repeat WD40
) COG2319 FOG: pfam00400
2265140898 | or0904 FOG: WD40 repeat WD40 repeat WD40
f 2LTD | TIGR04183 P
2265140901 | 0r0907 Cadherin domain. pfam0093 GRO4183 Por
pfam13860 secretion
FlgD_ig system C-




pfam00028

terminal sorting

Cadherin domain
pfam01835
A2M_N
pfam10569
Thiol-ester_cl
C?_:é?gs pfam07703
2265140959 | 0r0974 Large extracellula.r alpha-helical extracellular A2M_N_2 KO:K06894
protein . pfam11974 K06894
alpha-helical
rotein MG1
P pfam13205
Big_5
pfam00207
A2M
COG4886
L . Leucine-rich pfam12799
2265141061 | or0173 Leucine-rich repeat (LRR) protein repeat (LRR) LRR 4
protein
COG4886
L . Leucine-rich pfam12799
2265141062 | or0174 Leucine-rich repeat (LRR) protein repeat (LRR) LRR 4
protein
COG1729
. . Uncharacterized
2265141147 | or1172 Uncharacter!zed protgln conserved protein pfam13174
in bacteria . TPR_6
conserved in -
bacteria
COG3063 Tfp pfirg(;?;lg
2265141181 | or0026 Tetratricopeptide repeat. pilus assembly o
rotein PilF pfam13414
P TPR 11
. . pfam13517
2265141254 | or1235 hypothetical protein VCBS
2265141303 | orl295 FOG: WDA40 repeat pfam00400

COG2319 FOG:

WD40




WDA40 repeat

pfam07676

PD40
) COG2319 FOG: pfam00400
2265141304 | or1296 FOG: WDA40 repeat WDA40 repeat WD40 1
) COG2319 FOG: pfam00400
2265141305 | or1297 FOG: WDA40 repeat WDA40 repeat WD40 1
) COG2319 FOG: pfam00400
2265141397 | or1390 FOG: WDA40 repeat WDA40 repeat WD40 0
COG4783
Putative Zn-
. . dependent pfam13414
2265141413 | orl407 Tetratricopeptide repeat. protease, TPR 11 0
contains TPR
repeats
. . C0G2319 FOG: pfam00400
2265141418 | orl412 WD-40 repeat-containing protein WD40 repeat WD40 0
pf%;né 3;1114 KO:K00797
C0OG0421 fam07690 EC:2.5.1.16 speE, SRM
2265141425 | or0235 Spermidine synthase Spermidine P MES 1 Spermidine spermidine 13
synthase = synthase. synthase
pfam01564
) [EC:2.5.1.16]
Spermine_synth
COG1595 DNA- pfavrvngggoo
directed RNA TIGR02937
pfam04542
RNA polymerase sigma factor polymerase Sigma70_r2 RNA
2265141448 | orl427 P Y 9 . ’ specialized 9 - polymerase 0
sigma-70 family . . pfam08281 .
sigma subunit, h sigma factor,
sigma24 Sigma70_ré_2 sigma-70 famil
h(?molo pfam13360 9 y
9 PQQ_2
pfam07593
2265141493 | orl477 ASPIC and UnbV. UnbV_ASPIC 1

pfam13517




VCBS

. . pfam13414
2265141504 | or1488 hypothetical protein TPR 11
) COG2319 FOG: pfam00400
2265141514 | or1498 FOG: WD40 repeat WD40 repeat WD40
. COG2319 FOG: pfam00400
2265141523 | orl1508 FOG: WDA40 repeat WDA40 repeat WD40
pfam13205
2265141532 | orl517 IPT/TIG domain. Big_5
pfam01833 TIG
pfam13414
cossoore | P
2265141534 | orl1519 Tetratricopeptide repeat. protein TadD, pf_:_ag]éi%fzm
corltea're'z; PR pfam13432
P TPR_16
pfam13414
TPR_11
) . COG3063 Tfp -
2265141556 | or1542 Tetratrlcopeptlde. repeat./FRG pilus assembly pfam08867
domain. rotein PilF FRG
P pfam00515
TPR_1
pfam13414
COG3063 Tfp ; '::;E;!lso
2265141557 | orl543 Tetratricopeptide repeat. pilus assembly P Tagl C
protein PilF pfam06515
TPR_1
) COG2319 FOG: pfam00400
2265141559 | orl546 FOG: WD40 repeat WD40 repeat WD40
2265141635 | orl600 hypothetical protein pfam13517

VCBS




COG3391

2265141649 | 0r1616 NHL repeat. Uncharacterized | e 101436 NHL
conserved
protein
. COG2319 FOG: pfam00400
2265141682 | orl653 FOG: WD40 repeat WD40 repeat WD40
. COG2319 FOG: pfam00400
2265141683 | orl654 FOG: WD40 repeat WD40 repeat WD40
TIGR04183 Por
secretion
) COG2319 FOG: pfam00400
2265141696 | orl669 FOG: WDA40 repeat WD40 repeat WD40 sy;tem C-.
terminal sorting
domain
pfam00400
. COG2319 FOG: WD40
2265141785 | orl764 FOG: WD40 repeat WD40 repeat pfam12044
Metallopep
COG1293
Predicted RNA- pfam05833
Predicted RNA-binding protein binding protein FbpA
2265141793 | orl774 homologous to eukaryotic ShRNP homologous to pfam05670
eukaryotic DUF814
snRNP
. COG2319 FOG: pfam00400
2265141819 | or1800 FOG: WD40 repeat WD40 repeat WD40
COG4783
Putative Zn- pfam13181
Putative Zn-dependent protease, dependent TPR_8
2265141832 | or1814 contains TPR repeats protease, pfam13414
contains TPR TPR_11
repeats
. COG2319 FOG: pfam00400
2265141848 | orl830 FOG: WD40 repeat WD40 repeat WD40




COG2319 FOG:

pfam00400

2265141849 | or1832 FOG: WDA40 repeat WDA40 repeat WD40
COG4783
Putative Zn- pfam13414
2265141858 | or1842 Tetratrlcopeptlde. repeat./FRG dependent TPR_11
domain. protease, pfam08867
contains TPR FRG
repeats
COG5010 Flp pfam00515
pilus assembly TPR_1
2265141868 | orl854 Tetratricopeptide repeat. protein TadD, pfz_ar?(F)eWZlg
Cor:tea";ztz PR pfam13414
P TPR 11
pfam12894
. COG2319 FOG: Apc4d_WD40
2265141898 | 0r1888 FOG: WD40 repeat WD40 repeat pfam00400
WD40
. COG2319 FOG: pfam00400
2265141899 | 0r1889 FOG: WD40 repeat WD40 repeat WD40
pram00963 | 1\ 204183 por
Cohesin secretion
2265141900 | or1891 FOG: WD40 repeat COG2319 FOG: pfam13§60 system C-
WDA0 repeat Flgb_ig terminal sortin
pfam00400 o 9
WD40
. COG2319 FOG: pfam00400
2265141908 | or1902 FOG: WD40 repeat WD40 repeat WD40
COG3063 Tfp Pepfg‘g;lsz“iﬂi
2265141936 | or1933 Tfp pilus assembly protein PilF pilus assembly P -
rotein PilF 2 pfam13414
P TPR_11
2265141943 | or1940 FOG: WD40 repeat

COG2319 FOG:

pfam00400




WDA40 repeat WD40
COGO0265
T“;pesr'irr‘]'e"ke pfam13181
TPR_8
Trypsin-like serine proteases, proteases, fam13_365
2265141955 | or1954 typically periplasmic, contain C- typically pTr sin 2
terminal PDZ domain periplasmic, ypsin_.
contain C- pfam13414
. TPR_11
terminal PDZ -
domain
COG0265
Trypsin-like
o ) serine pfam13365
Trypsin-like serine proteases, proteases, Trvosin 2
2265142021 | or0346 typically periplasmic, contain C- typically fa)r/7[1)134ﬁ4
terminal PDZ domain periplasmic, pTPR 11
contain C- -
terminal PDZ
domain
COG0265
Trypsin-like
o serine pfam13414
Trypsin-like serine proteases, proteases, TPR 11
2265142022 | or0347 typically periplasmic, contain C- typically -
terminal PDZ domain ipl i pfam13365
periplasmic, Trypsin_2
contain C- ypsin_
terminal PDZ
domain
COG4886 pfam00028
Leucine Rich Repeat./Cadherin Leucine-rich Cadherin
2265142066 | 0r0388 domain. repeat (LRR) pfam12799
protein LRR_4
COG4886 pfam00028
Leucine Rich Repeat./Cadherin Leucine-rich Cadherin
2265142067 | 0r0389 domain. repeat (LRR) pfam13516
protein LRR_6

pfam12799




LRR 4

) COG2319 FOG: pfam00400
2265142081 | or0405 FOG: WDA40 repeat WDA40 repeat WD40
pfam00963
COG4886 Cohesin T'Gsigf;t?osnpor
. . . Leucine-rich pfam07635
2265142084 | or0408 Leucine-rich repeat (LRR) protein repeat (LRR) PSCytl sy.stem C-.
. terminal sorting
protein pfam12799 domain
LRR_4
pfam00404
; TIGR04183 P
COG4886 Dockerin_1 Gse?:ret?jn or
2265142085 | 0r0409 Leucine Rich Repeat./Dockerin type Leucine-rich pfam13$60 system C-
| repeat. repeat (LRR) FlgD_ig : .
. terminal sorting
protein pfam12799 domain
LRR_4
) C0G2319 FOG: pfam00400
2265142087 | or0412 FOG: WDA40 repeat WDA40 repeat WD40
pfam00400
C0G2319 FOG: WD40
2265142101 42 FOG: WD4
65 0 0ro429 oG O repeat WDA40 repeat pfam01551
Peptidase_M23
TIGR04183 Por
secretion
. COG2319 FOG: pfam00400
2265142102 | or0431 FOG: WD40 repeat WD40 repeat WD40 system C—_
terminal sorting
domain
COG0810
Periplasmic
2265142116 | 010443 Periplasmic protein TonB, links inner protgln TonB, pfam12799
and outer membranes links inner and LRR_4
outer
membranes
2265142134 | or0463 Arylsulfatase A and related enzymes COG3119 pfam00884 TIGR04183 Por
Arylsulfatase A Sulfatase secretion




and related pfam00404 system C-
enzymes Dockerin_1 terminal sorting
domain
pancrsss | T
2265142146 | or0476 ASPIC and UnbV. Unbv_ASPIC system C-
pfam13517 terminal sortin
VCBS oring
domain
pfam13857
. . COG0666 FOG: Ank_5
2265142171 | or0504 FOG: Ankyrin repeat Ankyrin repeat pfam12796
Ank_2
C0OG0265
Trypsin-like
- . serine pfam13365
Trypsin-like serine proteases, proteases, Trvosin 2
2265142186 | or0093 typically periplasmic, contain C- typically ypsin_
. ) : . pfam00400
terminal PDZ domain periplasmic,
. WD40
contain C-
terminal PDZ
domain
pfam08662
elF2A
. COG2319 FOG: pfam11715
2265142188 | or0095 FOG: WDA40 repeat WD40 repeat NUp160
pfam00400
WD40
COG1729
. . Uncharacterized
2265142239 | 0r0556 Uncharacter!zed protgln conserved protein pfam13174
in bacteria . TPR_6
conserved in -
bacteria
COG1520 FOG:
2265142246 | 0r0563 FOG: WD40-like repeat WD40-like pfam13360
repeat PQQ_2

pfam13570




PQQ_3

TIGR04183 Por

pfam02369 -
Big 1 secretion
2265142364 | or0694 Bacterial 1g-like domain (group 1). fam1?3860 system C-
P FlaD i terminal sorting
919 domain
COG4886 pfam00404
Leucine Rich Repeat./Dockerin type Leucine-rich Dockerin_1
2265142391 | or0127 | repeat. repeat (LRR) pfam12799
protein LRR_4
) C0G2319 FOG: pfam00400
2265142405 | or0740 FOG: WDA40 repeat WD40 repeat WD40
) C0G2319 FOG: pfam00400
2265142406 | or0741 FOG: WDA40 repeat WD40 repeat WD40
COG4785
. . Lipoprotein Nlpl, pfam13414
2265142425 | or0132 Tetratricopeptide repeat. contains TPR TPR 11
repeats
pfam13860 TIGRO41§3 Por
PORA4CI|_000 COG2319 FOG: FIgD_ig secretion
2265147 - FOG: WD4 ’ = -
65147986 | o oG O repeat WD40 repeat pfam00400 terz‘:‘]:rgoim
WD40 oring
domain
COG3386
POR4CII_001
2265148035 04(1) Cil_0o Gluconolactonase Gluconolactona | pfam01436 NHL
4ClI se
COG0741
Soluble Iytic
Soluble lytic murein transglycosylase r':wJureir)lm pfam01464 SLT
2265148046 PORA4CII_001 and related re.gulatory.prote.lns transglycosylas pfam13174
15 (some contain LysM/invasin e and related TPR_6
domains) pfam13525 YfiO
regulatory

proteins (some
contain




LysM/invasin

domains)
PORA4CII_001 ) COG2319 FOG: pfam00400
2265148123 9 FOG: WDA40 repeat WDA40 repeat WD40
COG4785
PORA4CII_002 Lipoprotein Nlpl, contains TPR Lipoprotein Nipl, pfam13414
2265148156 26 repeats contains TPR TPR_11
repeats
pfam13414
TPR_11
COG3063 Tfp —
PORA4CII_002 . N ; fi 1
2265148186 5? Cil_oo Tfp pilus assembly protein PilF pilus assembly P ?_22051 5
protein PilF pfam07_719
TPR_2
pfam00400 TIGRO41§3 Por
PORACII_003 COG2319 FOG: WD40 secretion
2265148266 36 FOG: WD40 repeat WD40 repeat pfam13860 system C-.
FlgD._ig terminal sorting
- domain
pfam11306
PORA4CII_003 . DUF3108
2265148276 46 Dockerin type | repeat. pfam00404
Dockerin_1
COG3063 Tfp pfam13414
PORA4CII_003 . R . TPR_11
2265148298 - Tfp pilus assembly protein PilF pilus assembly -
68 rotein PilF pfam13181
P TPR_8
COG4783
Putative Zn- pfam00515
PORA4CII_003 Putative Zn-dependent protease, dependent TPR_1
2265148310 80 contains TPR repeats protease, pfam13414
contains TPR TPR_11

repeats




PORA4CII_003 . . pfam13414
2265148327 97 Tetratricopeptide repeat. TPR 11
pfam13424
TPR_12
COG3063 Tfp -
2265148336 ZfR4CH_OO4 Tfp pilus assembly protein PilF pilus assembly pf?r?nglg
protein PilF pfam13_414
TPR_11
PORA4CII_004 ) COG2319 FOG: pfam00400
2265148358 80 FOG: WDA40 repeat WD40 repeat WD40
PORA4CII_005 ) C0G2319 FOG: pfam00400
2265148365 02 FOG: WDA40 repeat WD40 repeat WD40
COG0265
Trypsin-like
Trypsin-like serine proteases przteer;r;,ees pfam07719
PORACII h . . - . ’ TPR_2
2265148395 OR4CII_005 typically periplasmic, contain C- typically -
36 . ) : . pfam00515
terminal PDZ domain periplasmic,
. TPR_1
contain C- -
terminal PDZ
domain
pfam13414
PORA4CII_005 . . TPR_11
2265148408 49 Tetratricopeptide repeat. pfam13174
TPR_6
COG4886
. . Leucine-rich pfam12799
2265137499 | orll51 Leucine Rich Repeat. repeat (LRR) LRR 4
protein
4E
COG4785 pfam13676
. . Lipoprotein Nlpl, TIR_2
2265137511 | orll65 Tetratricopeptide repeat. contains TPR pfam13414
repeats TPR_11




COG2956 pfam00515
. . Predicted N- TPR_1
2265137512 | orl167 Tetratricopeptide repeat. acetylglucosami pfam13414
nyl transferase TPR_11
COG5010 Flp pfam13414
pilus assembly TPR 11
2265137513 | orll1l68 Tetratricopeptide repeat. protein TadD, —
contains TPR pfamo0515
TPR_1
repeats
pfam12799
COG4886 LRR 4 T'GSF;Zfelt?osnpor
2265137532 | 0r0120 Leucine-rich repeat (LRR) protein Leucine-rich pfam00963 system C-
repeat (LRR) Cohesin : .
. terminal sorting
protein pfam13860 .
. domain
FigD_ig
. COG2319 FOG: pfam00400
2265137554 | or0142 FOG: WD40 repeat WD40 repeat WD40
COG5010 Flp pfam13414
pilus assembly TPR 11
2265137572 | or1182 Tetratricopeptide repeat. protein TadD, —
contains TPR pfamo0515
TPR_1
repeats -
- . COG2319 FOG: pfam00400
2265137594 | or1205 WD-40 repeat-containing protein WD40 repeat WD40
COG3391
2265137595 | 0r1206 NHL repeat. Uncharacterized | ¢ 101436 NHL
conserved
protein
COG0642 pfam13414
. . - . Signal TPR_11
2265137598 | or1209 Signal transduction histidine kinase transduction pfam02518
histidine kinase HATPase_c
2265137627 | orl238 Tetratricopeptide repeat. COG4785 pfam13414

Lipoprotein Nipl,




contains TPR TPR_11
repeats
pfam13517
2265137656 | or0168 ASPIC and UnbV./FG-GAP repeat VCBS
: peat pfam07593
UnbV_ASPIC
COG5406
- Nucleosome
2265137723 | or1338 NUC'eosogPengiﬁguf;fmr SPN, binding factor pf$$3;1114
SPN, SPT16 -
subunit
pfam00578
’ . COG1225 AhpC-TSA
2265137725 | or0171 Peroxiredoxin Peroxiredoxin pfam13414
TPR_11
fi 1
COG3063 Tfp P 12?{051 °
2265137748 | orl362 Tetratricopeptide repeat. pilus assembly y
rotein PilF pfam13414
P TPR 11
COG4886 TIGRO41$3 Por
Bacterial Ig-like domain (group Leucine-rich pfam12799 secretion
2265137767 | or1377 1)./Leucine Rich Repeat. repeat (LRR) LRR_4 system C_.
. terminal sorting
protein domain
COG4886
. . Leucine-rich pfam12799
2265137841 | orl453 Leucine Rich Repeat. repeat (LRR) LRR 4
protein
COG4886
. . . Leucine-rich pfam12799
2265137858 | orl472 Leucine-rich repeat (LRR) protein repeat (LRR) LRR 4
protein
2265137882 | orl496 FOG: WD40 repeat

COG2319 FOG:

pfam00400




WDA40 repeat WD40
. COG2319 FOG: pfam00400
2265137883 | or1497 FOG: WDA40 repeat WD40 repeat WD40
) COG2319 FOG: pfam00400
2265137886 | orl500 FOG: WD40 repeat WD40 repeat WD40
. COG2319 FOG: pfam00400
2265137887 | or1501 FOG: WDA40 repeat WDA40 repeat WD40
. COG2319 FOG: pfam00400
2265137888 | or1502 FOG: WD40 repeat WD40 repeat WD40
. COG2319 FOG: pfam00400
2265137890 | or1503 FOG: WD40 repeat WD40 repeat WD40
. COG2319 FOG: pfam00400
2265137891 | orl504 FOG: WD40 repeat WD40 repeat WD40
pfam04326
Divergent AAA AAA_4
2265137892 | 0r1505 domain./Tetratricopeptide repeat. pfam13414
TPR_11
COG1729 pfam13174
Uncharacterized TPR_6
2965137899 | or1513 Uncharacter!zed protgln conserved protein pfam13414
in bacteria conserved in TPR_11
bacteria pfam13181
TPR_8
COG1595 DNA-
directed RNA | Pfamo04542 TIGR02937
polymerase Sigma70_r2 RNA
RNA pol i f . f 281
2265137901 | orl516 po ymerase ygrpa actor, specialized .p amog28 polymerase
sigma-70 family . . Sigma70_r4_2 .
sigma subunit, sigma factor,
. pfam13855 . ;
sigma24 sigma-70 family
LRR_8
homolog -
2265137912 | or0194 ASPIC and UnbV. pfam07593

COG0457 FOG:

UnbV_ASPIC




TPR repeat

pfam13517
VCBS
pfam13414
TPR_11

COG0457 FOG:

pfam13435
Cytochrome_C5

2265137924 | or0206 FOG: TPR repeat TPR repeat 54 pfam13414 5
TPR_11
) C0G2319 FOG: pfam00400
2265137991 | orl576 FOG: WDA40 repeat WD40 repeat WD40 0
) C0G2319 FOG: pfam00400
2265137996 | orl582 FOG: WDA40 repeat WD40 repeat WD40 0
. . COG0666 FOG: pfam12796
2265137997 | orl583 FOG: Ankyrin repeat Ankyrin repeat Ank 2 0
EC1152 | KOWK00117ged
COGA4993 fam13360 Quinoprotein quinoprotein
2265138040 | or0225 Glucose dehydrogenase Glucose P PQQ 2 IutI:Oose glucose 1
dehydrogenase - deh gdro enase dehydrogenase
yadrog | [EC:1152]
pfam12796
. . COG0666 FOG: Ank_2
2265138063 | orl646 FOG: Ankyrin repeat Ankyrin repeat pfam01757 11
Acyl_transf 3
pfam13517
VCBS
2265138090 | orl678 ASPIC and UnbV. pfam07593 0
UnbV_ASPIC
COG0265 pfam13365
T in-lik i
Trypsin-like serine proteases, ryspesrli:el € Tf;ﬁiglﬁz 4
2265138119 | orl707 typically periplasmic, contain C- P 1
terminal PDZ domain proteases, TPR_11
typically pfam00515
periplasmic, TPR_1

contain C-




terminal PDZ

domain
TIGR04183 Por
secretion
2265138121 | orl709 hypothetical protein pfgiml: 7:’4 system C-
9o terminal sorting
domain
pfam00515
COG2956 TPR_1
. . Predicted N- pfam13414
2265138174 | orl760 Tetratricopeptide repeat. acetylglucosami TPR_11
nyl transferase pfam13174
TPR_6
CO0G2912 pfam13371
2265138305 | 0r1903 Uncharacterized conserved protein Uncharacterized TPR_9
conserved pfam13369
protein Transglut_core2
COG4783
Putative Zn-
. . dependent pfam13414
2265138320 | 0r1920 Tetratricopeptide repeat. protease, TPR 11
contains TPR
repeats
COG3063 Tfp
2265138332 | or1934 Tetratricopeptide repeat. pilus assembly pfam13414
. TPR_11
protein PilF -
COG4886
L . Leucine-rich pfam12799
2265138417 | or2002 Leucine-rich repeat (LRR) protein repeat (LRR) LRR 4
protein
pfam13374
) . COG3063 Tfp
T JFR . TPR_10
2265138446 | 0r2038 etratricopeptide repeat./FRG pilus assembly —
domain. rotein PilF pfam13414
P TPR_11

pfam08867




FRG

COG1520 FOG:

pfam13360

2265138513 | 0r2088 PQQ enzyme repeat. WDA40-like PQQ 2
repeat -
COG1520 FOG:
2265138552 | 0r2135 PQQ enzyme repeat. WDA40-like pfﬁgg%zeo
repeat -
COG1520 FOG:
2265138560 | 0r2143 FOG: WD40-like repeat WD40-like pfzggszeo
repeat -
COG1520 FOG:
2265138568 | or2151 FOG: WD40-like repeat WD40-like pfzggszeo
repeat -
pramiasso | 1O
, COG2319 FOG: FlgD_ig
2265138585 | or2172 FOG: WDA40 repeat WD40 repeat pfam00400 terzz:rgo(;tin
WD40 orting
domain
. . pfam13570
2265138615 | or2206 hypothetical protein PQQ 3
COG1520 FOG: pfzng%;O
2265138618 | or2209 FOG: WD40-like repeat WDA40-like —
repeat pfam13570
P PQQ 3
pfam13414
TPR_11
pfam07593
ASPIC and UnbV./Tetratricopeptide | COG0457 FOG: UnbV_ASPIC
22651 4 2 —
6513863 0r0296 repeat. TPR repeat pfam00515
TPR_1
pfam13517

VCBS




COG2319 FOG:

pfam00400

2265138641 | or2238 FOG: WDA40 repeat WD40 repeat WD40
. COG2319 FOG: pfam00400
2265138642 | or2239 FOG: WD40 repeat WD40 repeat WD40
pfam13517
VCBS
2265138664 | 0r2265 ASPIC and UnbV. pfam07593
UnbV_ASPIC
pfam07635
PSCytl
) COG2319 FOG: pfam00403
2265138703 | or2301 FOG: WDA40 repeat WDA40 repeat HMA
pfam00400
WD40
COG2956 pfam13414
2265138740 | or2343 Predicted N-acetylglucosaminyl Predicted N- . TPR_11
transferase acetylglucosami pfam13174
nyl transferase TPR_6
COG3063 Tfp
. . . fam13414
2265138794 | or0322 Tetratricopeptide repeat. pilus assembly pfam13
. TPR_11
protein PilF -
pfam00515
TPR_1
COG5010 Flp pfam01841
. . . Transglut_core
Transglutaminase-like pilus assembly fam12969
2265138819 | 0or0346 superfamily./Tetratricopeptide protein TadD, pDUF3857
repeat. cor:tealr;sat'gPR pfam13432
P TPR_16
pfam07719
TPR_ 2
COG3063 Tfp
. . . fam13414
2265138839 | 0r2398 Tetratricopeptide repeat. pilus assembly p_?QR 31 1

protein PilF




COG2319 FOG:

pfam00400

2265138869 | or0374 FOG: WDA40 repeat WDA40 repeat WD40
COG3063 Tfp pf?g‘ég’flm
2265138908 | or2447 Tetratricopeptide repeat. pilus assembly -
rotein PilF pfam12950
P Tagl_C
COGO0790 FOG:
2265138970 | or2481 Sell repeat. TPR repeat, pfam08238 Sell
SEL1 subfamily
pfam00963
COG4886 Cohesin T'Gsiz‘:;?fnpor
L . Leucine-rich fam1
2265139044 | or0430 Leucine-rich repeat (LRR) protein eucine-ric pram 3?60 system C-
repeat (LRR) FlgD_ig : .
. terminal sorting
protein pfam12799 domain
LRR_4
s | oo
. COG2319 FOG: WD40
2265139061 | or2569 FOG: WD40 repeat WD40 repeat pfam13860 system C-.
FigD._ig terminal sorting
- domain
COG1520 FOG:
2265139079 | or2592 WD40-like Beta Propeller Repeat. WD40-like pfam13360
PQQ_2
repeat
COG3063 Tfp p?‘ggsfl“
2265139111 | or2622 Tetratricopeptide repeat. pilus assembly —
rotein PilF pfam00S15
P TPR_1
C.:OGSOJ'O Flp pfam00515
pilus assembly TPR 1
2265139137 | or2653 Tetratricopeptide repeat. protein TadD, hy
contains TPR pfam13414
TPR_11
repeats -
2265139162 | or2677 FOG: TPR repeat, SEL1 subfamily COGO0790 FOG: | pfam08238 Sell

TPR repeat,

KO:K07126




SEL1 subfamily K07126
COG4235
. . Cytochrome ¢ pfam13414
2265139174 | or2692 Cytochrome c biogenesis factor biogenesis TPR 11
factor
KO:K01448
E3.5.1.28B,
COGO0860 N- pfam01520 EC:3.5.1.28 N- amiA, amiB,
2265139204 | or2727 N-acetylmura.moyI-L-aIanlne acetylmurgmoyl Amidase_3 acetylmur.amoyl amiC N-
amidase -L-alanine pfam13432 -L-alanine acetylmuramoyl
amidase TPR_16 amidase. -L-alanine
amidase
[EC:3.5.1.28]
COG4886 pfam12799
. . Leucine-rich LRR_4
2265139257 | or2756 Cohesin domain. repeat (LRR) pfam00963
protein Cohesin
COGO0790 FOG:
2265139279 | or2769 FOG: TPR repeat, SEL1 subfamily TPR repeat, pfam08238 Sell
SEL1 subfamily
COG4886 pfam00963
Cohesin domain./Leucine Rich Leucine-rich Cohesin
2265139314 | 0r2809 Repeat. repeat (LRR) pfam12799
protein LRR_4
. COG2319 FOG: pfam00400
2265139323 | 0r2823 FOG: WD40 repeat WD40 repeat WD40
pfam00404
COG4886 Dockerin_1 T'Gsz(i‘:elt?jnpor
2265139367 | or2855 Cohesin domain./Dockerin type | Leucine-rich pfam00963 system C-
repeat. repeat (LRR) Cohesin . .
. terminal sorting
protein pfam12799 domain
LRR_4
2265139466 | 0or2936 FOG: WD40 repeat

COG2319 FOG:

pfam00400




WDA40 repeat WD40
pfam13414
. ) TPR_11
2265139500 | 0or2976 hypothetical protein pfam07719
TPR_2
COG1520 FOG:
2265139535 | 0r0592 FOG: WD40-like repeat WD40-like pfﬁgg’zﬁo
repeat -
) COG2319 FOG: pfam00400
2265139607 | or3084 FOG: WDA40 repeat WDA40 repeat WD40
COG4886 pfam00963
. . Leucine-rich Cohesin
2265139610 | or3089 Cohesin domain. repeat (LRR) pfam12799
protein LRR_4
pfam00515
COG1729 TPR_1
- pfam13174
Uncharacterized protein conserved Uncharacterized TPR_6
2265139614 | or3098 . P ) protein =
in bacteria conserved in pfam13414
bacteria TPR_11
pfam13424
TPR_12
2265139617 | or3102 Bacterial Ig-like domain (group 2). pfalr;;)Z:GS
cocira9 pfam13414
Uncharacterized protein conserved Uncharacterized TPR_11
2265139627 | 0r0610 1260 prot protein —
in bacteria . pfam08239
conserved in
. SH3 3
bacteria -
COG5271 AAA pfam13414
. . ATPase TPR_11
2265139629 | or0612 Tetratricopeptide repeat. containing von pfam00515
Willebrand TPR_1

factor type A




(VWA) domain

2265139639 | or3125 Bacterial 1g-like domain (group 2). pfalrarilé)22368
2265139650 | or3136 Bacterial 1g-like domain (group 2). pfa;§22368
2265139672 | or3161 Bacterial Ig-like domain (group 2). pfag;;)Z;BS
. . COG0666 FOG: pfam12796
2265139697 | or3193 FOG: Ankyrin repeat Ankyrin repeat Ank_2
COG4886 pfam00963
L . Leucine-rich Cohesin
2265139730 | or3227 Leucine-rich repeat (LRR) protein repeat (LRR) pfam12799
protein LRR_4
COG0484
DnaJ-class pfam00226
2965139862 | or33aa DnaJ-class molecular chaperone molecular DnaJ
with C-terminal Zn finger domain chaperone with pfam13181
C-terminal Zn TPR_8
finger domain
pfam13860
FlgD_ig
COG4886 pfam07635 T'Gsigfelt?fnpor
2265139865 | or33as Cohesin domain./Planctomycete Leucine-rich PSCytl system C-
cytochrome C. repeat (LRR) pfam12799 ) )
- terminal sorting
protein LRR_4 domain
pfam00963
Cohesin
COG4783
Putative Zn- pfam00515
. . dependent TPR_1
2265139929 | or3410 Tetratricopeptide repeat. protease, pfam13414
contains TPR TPR_11

repeats




COG1293

Predicted RNA- pfam05670
Predicted RNA-binding protein binding protein DUF814
2265139935 | or3416 homologous to eukaryotic SnRNP homologous to pfam05833
eukaryotic FbpA
SnRNP
COG3063 Tfp
2265140001 | or3488 Tetratricopeptide repeat. pilus assembly pfam13414
S TPR_11
protein PilF
COG1520 FOG:
2265140005 | or3492 hypothetical protein WDA40-like pfz;g:(L;SZGO
repeat -
COG3391
2265140009 | 0r3496 NHL repeat. Uncharacterized | ¢ 101436 NHL
conserved
protein
COG4886 pfam00963
L . Leucine-rich Cohesin
2265140033 | or3517 Leucine-rich repeat (LRR) protein repeat (LRR) pfam12799
protein LRR_4
cocuiar | (P
2265140126 | or3610 Spermidine synthase Spermidine p —SY
svnthase pfam13414
y TPR_11
TIGR04183 Por
secretion
. COG2319 FOG: pfam00400
2265140136 | or3621 FOG: WD40 repeat WD40 repeat WD40 system C—_
terminal sorting
domain
pfam12245
2265140153 | or0666 hypothetical protein Big_3_2
P P pfam13753

SWM_repeat




COG4886

pfam00963
Cohesin

TIGR04183 Por

Leucine-rich fam13860 secretion
2265140161 | or3632 Leucine-rich repeat (LRR) protein P . system C-
repeat (LRR) FlgD_ig . .
- terminal sorting
protein pfam12799 domain
LRR_4
COGO0515
2265140251 | or3723 Serine/threonine protein kinase Serine/threonin pfszgggfg
e protein kinase
. . COG0666 FOG: pfam12796
2265140264 | or3737 FOG: Ankyrin repeat Ankyrin repeat Ank_2
e | T
. COG2319 FOG: FilgD_ig
2265140269 | or3742 FOG: WD40 repeat WD40 repeat pfam00400 terzi:n;oiin
WD40 oring
domain
pfam00028
Cadherin domain./Bacterial Ig-like Cadherin
2265140277 | or3751 domain (group 2). pfam02368
Big_2
pfam00963
Cohesin
pfam00404
COG4886 Dockerin_1 T'Gsz(i‘:elt?jnpor
L . Leucine-rich pfam07635
2265140286 | or3766 Leucine-rich repeat (LRR) protein repeat (LRR) PSCyt1 sy.stem C—.
. terminal sorting
protein pfam12799 domain
LRR_4
pfam13860
FlgD_ig
e
. . Leucine-rich pfam12799
2265140288 | or3768 Leucine Rich Repeat. repeat (LRR) LRR 4 sy;tem C-.
. terminal sorting
protein

domain




pfam04480

sossoiors | ourss
2265140295 | or3775 Flp pilus as.sembly protein TadD, protein TadD, pfam00515
contains TPR repeats . TPR_1
contains TPR
repeats pfam13414
P TPR_11
COG4886
. . . Leucine-rich pfam12799
2265140302 | or3782 Leucine-rich repeat (LRR) protein repeat (LRR) LRR 4
protein
2265140399 | or0739 P : . pfam00058
30/Gluconolaconase/LRE-like conserved
) . Ldl_recept_b
region. protein
COG1520 FOG:
2265140425 | 0r0073 FOG: WD40-like repeat WD40-like pfliggsszeo
repeat -
pfam00515
TPR_1
pfam13432
TPR_16
pfam13174
sz | "
2265140429 | 0r0077 Large extracellular alpha-helical extracellular pfam07703
protein alpha-helical A2M_N_2
P o pfam13181
P TPR 8
pfam00207
A2M
pfam01835
A2M_N
C0OG4886
. . Leucine-rich pfam12799
2265140447 | or0758 Leucine Rich Repeat. repeat (LRR) LRR 4

protein




COG2976

. pfam13181
Uncharacterized protein conserved Uncharacterized TPR_8
2265140454 | 0r0765 in bacteria (DUF2133). protein pfam09976
conserved in
. TPR_21
bacteria
C0OG0823
componentor | PAMISA14
2965140542 | 0r0098 Pen‘plasmlc component of the Tol the Tol TPR_11
biopolymer transport system . pfam07676
biopolymer
PD40
transport
system
COG3391
2265140551 | 0r0866 NHL repeat. Uncharacterized | . 101436 NHL
conserved
protein
paoiy | oo o
) C0G2319 FOG: WD40
2265140560 | or0876 FOG: WD40 repeat WD40 repeat pfam13860 sy.stem C-.
FigD_ig terminal sorting
- domain
COG5010 Flp
pilus assembly
. . . fam13414
2265140573 | or0889 Tetratricopeptide repeat. protein TadD, pfam13
. TPR_ 11
contains TPR -
repeats
pfam07494
COGO0457 FOG: Reg_prop
2265140587 | or0906 Two component regulator propeller. TPR repeat pfam13414
TPR_11
pfam08867
. . COG3063 Tfp
Tetratricopeptide repeat./FRG ; FRG
2265140591 | or0912 domain. pilus assembly pfam13414

protein PilF

TPR_11




pfam07719

TPR_2
. COG0457 FOG: pfam12950
2265140593 | or0914 FOG: TPR repeat TPR repeat Tagl_C
pfam13414
TPR_11
pcn(jf:g::m'ﬂﬁl pfam13676
2965140594 | 010916 Tetratncopeptld? repeat./TIR protein TadD, TIR_2
domain. contains TPR pfam13414
TPR_11
repeats
pfam13414
cossoore | P s
2265140595 | or0917 Tetratricopeptide repeat. protein TadD, pfz_ar?(F)eWZlg
contains TPR 1 prama3676
P TIR 2
COG4916
Uncharact.erlzed pfam13676
protein TR 2
2265140596 | or0918 Tetratricopeptide repeat. containing a TIR =
(Toll-Interleukin pfam13414
. TPR_11
1-resistance) -
domain
pfam13517
VCBS
2265140624 | or0948 ASPIC and UnbV. pfam07593
UnbV_ASPIC
pfam00515
COG3063 Tfp fl-g?gjl 4
2265140694 | orl024 Tfp pilus assembly protein PilF pilus assembly pTPR 11
protein PilF pfam1?3174
TPR_6
2265140705 | orl035 Sell repeat. COGO0790 FOG: | pfam08238 Sell

TPR repeat,




SEL1 subfamily

COG0790 FOG:

pfam08238 Sell

2265140709 | orl040 Sell repeat./HNH endonuclease. TPR repeat, pfam01844
SEL1 subfamily HNH
COG4886 pfam12799
. . Leucine-rich LRR_4
2265140710 | orl042 Leucine Rich Repeat. repeat (LRR) pfam13516
protein LRR_6
COG2852 pfam13414
Uncharacterized TPR_11
2265140753 | or1087 Uncharacter!zed protgln conserved protein pfam00515
in bacteria conserved in TPR_1
bacteria pfam04480
DUF559
COG5010 Fip
pilus assembly
) . . fam13414
2265140755 | or1089 Tetratricopeptide repeat. protein TadD, pfam13
. TPR_11
contains TPR
repeats
COG4886 pfam00028
Leucine Rich Repeat./Cadherin Leucine-rich Cadherin
2265140773 | or1108 domain. repeat (LRR) pfam13855
protein LRR_8
COG4886
L . Leucine-rich pfam12799
2265140777 | or1113 Leucine-rich repeat (LRR) protein repeat (LRR) LRR 4
protein
. COG2319 FOG: pfam00400
2265140787 | orll24 FOG: WD40 repeat WD40 repeat WD40
pfam00400
COG2319 FOG: WD40
4G 2265142434 | or0078 FOG: WD40 repeat WD40 repeat pfam08662

elF2A




COG2319 FOG:

pfam00400

2265142435 | or0079 FOG: WDA40 repeat WD40 repeat WD40
. COG2319 FOG: pfam00400
2265142463 | orll67 FOG: WD40 repeat WD40 repeat WD40
COG1520 FOG: pfﬁgg’zﬁo
2265142489 | or1193 FOG: WD40-like repeat WDA40-like -
repeat pfam01011
PQQ
COG1729
Uncharacterized
. . . fam13174
2265142494 | or1198 hypothetical protein protein pfam13
. TPR_6
conserved in -
bacteria
pfam13517
VCBS
COG4235 pfam13432
. . Cytochrome ¢ TPR_16
2265142496 | or1200 Cytochrome c biogenesis factor biogenesis pfam07593
factor UnbV_ASPIC
pfam13414
TPR_11
C0OG0823
s | panoren
2965142498 | or1202 Pen‘plasmlc component of the Tol the Tol PD40
biopolymer transport system biopolvmer pfam13414
PO TPR_11
transport -
system
pfam07593
2265142499 | orl203 ASPIC and UnbV. UnbV_ASPIC
pfam13517
VCBS
2265142512 | 0r1310 hypothetical protein pfam07719

TPR_2




COGO0491 Zn-

dependent pfam07719
2265142519 | or1318 Zn-dependent hydrolases, including hydrolases, TPR_2
glyoxylases : . pfam00753
including
Lactamase_B
glyoxylases
. . pfam13414
2265142549 | orl591 hypothetical protein TPR 11
COG0614 ABC-
type Fe3+-
ABC- Fe3+-h h
C-type Fe3 ydrqxamat_e ydroxamate pfam13174
2265142582 | orl743 transport system, periplasmic transport TPR 6
component system, -
periplasmic

component




