
	Peptide No.          
	Peptide Sequence                                          
	Peptide Mass (Da)                   
	NCBI (Blastp)          
	Protein Name           
	Gene Acc. No.             
	Identity (%)         

	Trypsin      
	                                           
	                        
	               
	                
	                   
	             

	3944        
	DDKYTDKYDK                              
	1289.5774             
	AFD97756            
	BmorCSP1        
	BGIBMGA004045      
	100         

	6425         
	KCTEDK                                      
	722.3268              
	AFF18017          
	                
	                   
	67          

	6902         
	DHLQEALETGCGEK                        
	1528.6826              
	AFF18017         
	                 
	                  
	93         

	6922         
	ELTAHFDPDGK                             
	1228.5723             
	AFF18017        
	                 
	                   
	100        

	8008         
	ELKDHLQEALETGGCEK                     
	1898.9043             
	AFF18017         
	                 
	                   
	94          

	10050        
	NELELWK                                   
	930.4811                
	AFF18017        
	                  
	                   
	100          

	10602        
	LNLQELLENKR                             
	1368.7725                
	AFD97756        
	                  
	                    
	100        

	10790         
	QETSLDYLLK                              
	1208.6289              
	AFF18017         
	                   
	                      
	90           

	12598        
	LNLQELLENK                              
	1212.6714              
	AFD97756        
	                  
	                  
	100         

	13020        
	LLESYMDGCVLGK                         
	1426.6836               
	AFD97756         
	                  
	                   
	92           

	           
	                                            
	                          
	                  
	                 
	                  
	            

	5328          
	YQTSFK                                  
	772.3755                
	AFF18065        
	BmorCSP2          
	BABH01021427         
	100           

	5620         
	LPEALETHCGAK                          
	1267.623                
	AFF18063         
	                 
	                    
	92          

	9741         
	SFDASEVLSNER                             
	1352.6208               
	AFF18063         
	                  
	                    
	100        

	10430        
	ASPGGLEGPCGTAELKK                   
	1613.8083               
	AFF18063         
	                   
	                     
	53             

	10587        
	DSFDASEVLWDGK                         
	1467.6519              
	AFF18063         
	                 
	                    
	100            

	11765         
	EPCCWSEVLSNER                        
	1550.6494               
	AFF18063       
	                
	                    
	62           

	12672         
	CAHFSEVLSNER                           
	1390.6299                
	AFF18063          
	                  
	                    
	67           

	12673          
	EYPLCQSFDASEVLSNER                    
	2085.9312               
	AFF18063         
	                   
	                    
	67           

	13001        
	FHAYEPLDDSFDASEVLSNER                
	2440.0818              
	AFF18063         
	                   
	                    
	86           

	13016
	YADAPEPLDGYFDASEVLSNER               
	2457.0972               
	AFF18063       
	                 
	                    
	73         

	             
	                                            
	                       
	                 
	                  
	                     
	             

	3912          
	HSTEWEK                                 
	915.4086                
	NP_001037400      
	BmorCSP3       
	BGIBMGA004042       
	100         

	11203       
	YENFDVEPLVTDSR                         
	1682.7788              
	NP_001037400      
	                  
	                    
	86           

	            
	                                           
	                        
	                
	                 
	                     
	            

	4739        
	GCLLDKDR                                   
	918.4593                 
	AFF18087       
	BmorCSP4         
	BGIBMGA004047      
	75          

	            
	                                           
	                        
	                 
	                 
	                   
	            

	3417       
	AHLKDCTQTAGCAK                         
	1445.6755              
	NP_001037065      
	BmorCSP6         
	BGIBMGA004046      
	79          

	5712          
	YDPKDEFK                                
	1040.4814               
	NP_001037065     
	                  
	                      
	100          

	5753          
	QHEADYWEACTK                        
	1479.6089               
	NP_001037065     
	                   
	                  
	75           

	7517         
	QHQMGYWEQMK                          
	1464.6279                  
	NP_001037065      
	                  
	                    
	73           

	8698          
	KLLVPYLK                                
	972.6371                
	NP_001037065    
	                  
	                     
	100           

	10752           
	VSAYTDKYDNLDVDELLENR            
	2371.1179              
	NP_001037065     
	                 
	                   
	85           

	10792          
	EDPPGDVDELLENR                        
	1596.7266               
	NP_001037065     
	                
	                   
	64            

	11723        
	YTDKYDNLDVDELLENR                    
	2113.9802               
	NP_001037065      
	                 
	                   
	100           

	11836         
	MFNLDVDELLENR                         
	1606.7661               
	NP_001037065      
	                
	                     
	85          

	12688        
	YDNLDVDELLENR                          
	1606.7473               
	NP_001037065        
	                   
	                   
	100            

	13727        
	WMAVDVACLTDPGYDNLDVDELLDQR                               
	2965.3472               
	NP_001037065       
	                    
	                    
	50           

	              
	                                         
	                         
	                
	                  
	                    
	             

	10062         
	RNGFVFTR                               
	995.5301                   
	NP_001091778      
	BmorCSP7          
	BGIBMGA004067       
	62            

	             
	                                         
	                          
	                
	                 
	                    
	            

	4613         
	EALETECGAK                              
	1049.47                  
	NP_001037063     
	BmorCSP8            
	BGIBMGA004066     
	90         

	5098        
	RVLGHLLNNESK                           
	1378.7681                
	NP_001037063     
	                 
	                    
	100         

	5699        
	VLGHLLNNESK                           
	1222.667               
	NP_001037063      
	                   
	                      
	100          

	6226         
	VLGHLLDNESK                            
	1223.6509             
	NP_001037063    
	                 
	                    
	91          

	6413        
	VLGHLLNDESK                            
	1223.6509              
	NP_001037063     
	                  
	                    
	91           

	6570         
	VLGHLLDNESK                             
	1223.6509               
	NP_001037063      
	                  
	                   
	91           

	7387        
	LVPDALSNK                               
	955.5338                 
	NP_001037063      
	                  
	                    
	44            

	7650         
	SWNELTAK                                
	947.4713                
	NP_001037063      
	                 
	                  
	100          

	10733        
	NVSYWDYVNLDEVLSNSR                   
	2172.0122               
	NP_001037063      
	                  
	                    
	61           

	10810        
	QPDSNNLDEVLSNSR                       
	1686.7808               
	NP_001037063     
	                 
	                    
	67                

	11544        
	YDNVNLDEVLSNSR                        
	1636.7693               
	NP_001037063      
	                  
	                   
	100          

	             
	                                            
	                       
	                 
	                  
	                      
	            

	3899          
	KYETELKR                               
	1065.5818               
	NP_001037062  
	BmorCSP9         
	BGIBMGA004065      
	100            

	4314          
	KYETELK                                  
	909.4807                
	NP_001037062     
	                   
	                    
	100         

	6183        
	YDPTNEFTKK                             
	1241.5928              
	NP_001037062     
	                  
	                    
	100          

	6932          
	YDPTDEFTK                               
	1114.4819                
	NP_001037062       
	                  
	                      
	89           

	6293         
	AKYDPTGGEFTK                          
	1312.6299                 
	NP_001037062        
	                 
	                    
	83           

	7520        
	YDPTNEFTK                            
	1113.4978               
	NP_001037062       
	                
	                     
	100           

	8187          
	YDPTDEFTK                               
	1114.4819                
	NP_001037062       
	                 
	                    
	89            

	10718          
	EQYTDKYDTVDEVWPKAKTR           
	2471.1968               
	NP_001037062       
	                 
	                     
	60           

	12107        
	QEYTDKYDTVDLDQLLSNR                 
	2315.0916              
	NP_001037062       
	                  
	                   
	89              

	13182        
	YDTVDLDQLLSNR                      
	1550.7576               
	NP_001037062       
	                 
	                    
	100            

	               
	                                        
	                        
	               
	                  
	                   
	            

	5508         
	RLPEALR                               
	853.5134                 
	NP_001037067     
	BmorCSP11         
	BGIBMGA004040      
	100           

	8518           
	CPDTAEGTEFKK                          
	1324.5969               
	NP_001037067   
	                 
	                     
	75           

	10298        
	CGFLDQGPCGTAEGTEFK                  
	1858.7866                
	NP_001037067    
	                 
	                    
	89         

	11182             
	HEFTAFCTDNK                                
	1311.5554                
	NP_001037067    
	               
	                  
	55           

	11650         
	EHHDQGPCGTAEGTEFKK               
	1969.8589                
	NP_001037067      
	                  
	                   
	78           

	13392       
	LPDLWEELALKEDPK                        
	1794.9402                
	NP_001037067      
	                  
	                    
	100          

	14119        
	NFDVEQLVGNLR                          
	1402.7205              
	NP_001037067    
	                
	                   
	100          

	14261       
	FDVEQLVNGLR                             
	1288.6775               
	NP_001037067   
	                 
	                     
	100           

	14623        
	HHEDQGPGCTAEGTEFK                    
	1841.7639               
	NP_001037067  
	                
	                   
	71            

	14643        
	LPDLSMTELALEDK                             
	1573.7908               
	NP_001037067  
	                 
	                   
	64             

	15291         
	LPDLWEELALK                              
	1325.7231                
	NP_001037067  
	                
	                     
	100           

	15310
	YSGDYSSGAYDNFDVEQLVGNLR            
	2568.1404               
	NP_001037067  
	                
	                    
	65             

	15830         
	EEYSSSCEQLVGNLR                        
	1712.7676               
	NP_001037067  
	                   
	                    
	87         

	15524        
	LPDLWEELALDEK                             
	1569.7925              
	NP_001037067  
	                 
	                   
	77          

	17337       
	CSECFDVEQLVGNLR                     
	1710.7705           
	NP_001037067     
	                
	                    
	73          

	17346       
	CHYYSSQYDNFDVEQLVGNLR               
	2549.1279          
	NP_001037067      
	                   
	                    
	90           

	             
	                                          
	                          
	                  
	                 
	                     
	               

	8026             
	SRLPQEYEAFK                            
	1366.688                 
	NP_001037068     
	BmorCSP12         
	BGIBMGA004041   
	82             

	8849           
	DLPEAVAEACGGK                         
	1258.5862              
	NP_001037068     
	                  
	                   
	100        

	14683          
	EKSSSCEALVGNLDSLK                     
	1778.8721                
	NP_001037068     
	                 
	                    
	65           

	             
	                                            
	                      
	                 
	                  
	                     
	            

	4114          
	YKDKLDAVK                                
	1078.6023               
	AFF18177           
	BmorCSP14        
	BGIBMGA004068       
	100               

	7153         
	DYPDNLYQAR                             
	1253.5676               
	AFF18122         
	                  
	                   
	80          

	7814          
	YDPDNLYQAR                          
	1253.5676               
	AFF18142        
	                 
	                    
	100           

	13168       
	TDHGPNVDELLESNR                      
	1694.7859               
	AFF18142         
	                
	                   
	67            

	13700        
	WDNLNVDELLESNR                       
	1715.8115              
	AFF18142          
	                
	                     
	100          

	           
	                                          
	                        
	               
	                
	                   
	           

	7061         
	AAYDDFAK                                 
	899.4025                
	NP_001091779    
	BmorCSP15       
	BGIBMGA004044   
	50           

	8196         
	LVPEALETTCGGK                          
	1316.6646               
	NP_001091779       
	                
	                    
	85          

	8903         
	HPEAWEELVNK                            
	1350.6567                
	NP_001091779     
	                   
	                   
	100          

	                
	                                          
	                        
	                
	                  
	                     
	            

	4534         
	LTEEQKAELTK                            
	1288.6875              
	NP_001140190      
	BmorOBP6         
	BGIBMGA008354   
	91         

	4602        
	LTETGCAEPNDKPVDSDSKDCQR           
	2507.0903              
	NP_001140190      
	                  
	                    
	78         

	5790        
	KYLTSEEDLK                              
	1224.6238               
	NP_001140190      
	                
	                    
	100          

	6915        
	YLTSEEDLK                                
	1096.5288                
	NP_001140190      
	                   
	                   
	100           

	6921         
	EFSVNQGDLDAAKK                       
	1520.7471                
	NP_001140190      
	                  
	                    
	100           

	8276        
	EFSVNGAGDLDAAK                       
	1392.6521               
	NP_001140190     
	                   
	                    
	86            

	9095         
	YLTSEEDLKAFEK                          
	1571.7717                
	NP_001140190     
	                 
	                    
	100          

	9395         
	SSLPLLAECGSK                           
	1203.6169              
	NP_001140190      
	                 
	                     
	92            

	10371         
	SPGLNSCGFVGCGMYK                    
	1618.6941               
	NP_001140190     
	                 
	                    
	75           

	12458        
	LLLDCGFVANK                            
	1191.6321               
	NP_001140190      
	                  
	                    
	91            

	15327       
	LQLNASGLFDVAATLEK                    
	1788.9622                 
	NP_001140190     
	                  
	                  
	94           

	16573       
	LGALDASGLFDVAATLEK                   
	1789.946               
	NP_001140190      
	                   
	                   
	83           

	            
	                                          
	                        
	                 
	                 
	                    
	            

	9279         
	LLSQVAAASFPK                           
	1230.6973               
	NP_001153665    
	OBP            
	BGIBMGA002629    
	100          

	9402          
	LVSFAPEVAK                               
	1059.5964               
	NP_001153665     
	                 
	                   
	100           

	11495         
	AADYREDEPFQNLVYCGAYK               
	2351.0527               
	NP_001153665      
	                 
	                     
	85          

	13711        
	LDDVVTVLESCGGK                       
	1433.7073               
	NP_001153665      
	                 
	                   
	86            

	14148         
	HPADGLGEDALEVLR                   
	1590.8                  
	NP_001153665      
	                   
	                   
	73         

	            
	                                         
	                         
	                  
	                 
	                   
	            

	4628          
	ADEQLVNK                               
	915.4661                
	NP_001040212    
	Sericotropin       
	BGIBMGA010010    
	100         

	           
	                                           
	                         
	                
	                  
	                   
	           

	4795        
	LPPGVNK                                 
	723.4279               
	XP_004932433    
	GOBP56d        
	BGIBMGA002666    
	100         

	5397       
	FAACTLEK                                 
	881.4316                 
	                
	                  
	                     
	             

	            
	                                           
	                       
	                
	                
	                    
	           

	8712        
	VKEGCLELFPK                             
	1261.6741               
	XP_004933865    
	PBPRP3          
	BGIBMGA002630       
	91           

	           
	                                           
	                         
	                
	               
	                     
	            

	7535        
	TDGVSTEVLNAAK                         
	1303.6619                
	XP_004932341    
	B1               
	BGIBMGA002627      
	92           

	            
	                                           
	                        
	                 
	               
	                    
	           

	Lys-C        
	                                            
	                         
	                 
	                
	                   
	           

	4604         
	LNLQELLENK                              
	1212.6714              
	AFD97756        
	 BmorCSP1       
	BGIBMGA004045      
	100          

	            
	                                           
	                       
	                 
	                
	               
	           

	1935          
	QLAQGLKK                                   
	884.5443                
	AFF18063         
	 BmorCSP2        
	BABH01021427      
	100          

	2282         
	QLAQGLK                                 
	756.4493                    
	AFF18063         
	                
	                  
	100         

	2534          
	YQTSFK                                   
	772.3755                  
	AFF18065         
	                 
	                     
	100           

	2654          
	LPEALETHQCK                            
	1267.623                 
	AFF18063          
	                  
	                     
	91            

	4815         
	QPEYEPLDDSFDASEVLSNERLLK         
	2793.3342                    
	AFF18063         
	                 
	                    
	92           

	5396         
	THEPLWDEFLTFYDPQGK                  
	2222.032                
	AFF18065         
	                    
	                      
	89          

	           
	                                           
	                         
	                
	                  
	                     
	            

	3227          
	VLRHLLDNKPEMWAK                     
	1849.0032                 
	AFF18115        
	BmorCSP14         
	BGIBMGA004068      
	60          

	            
	                                            
	                        
	               
	                 
	                   
	          

	4674         
	LLTNDRLFLNYFK                           
	1655.9036               
	NP_001037192      
	BmorCSP17       
	BGIBMGA004043      
	 77           

	             
	                                            
	                       
	                  
	                 
	               
	          

	2589          
	TAEVNPGCVTAHFGK                       
	1529.7297                 
	NP_001037498      
	BmorGOBP2       
	BGIBMGA012614     
	73            

	3177          
	TAEVMSHVTHAFGK                        
	1513.7346                
	NP_001037498      
	                
	                  
	86          

	3118        
	TAEVMSHVTAHFGK                        
	1513.7346               
	NP_001037498     
	                 
	                    
	100          

	3466         
	NSGDTETDDGCTRVVK                     
	1695.7371               
	NP_001037498      
	                
	                    
	75            

	5045          
	LGEAPEVSMVEAVLEK                    
	1699.8701               
	NP_001037498     
	                 
	                  
	75          

	             
	                                              
	                          
	                   
	                  
	                    
	               

	4518          
	LLLDCGFVANK                             
	1191.6321           
	NP_001140190       
	BmorOBP6          
	BGIBMGA008354      
	91            



