A

E.col1l
orpl IHF1
E.col1l
orpl IHF2
E.col1

orpZ IHF

WATCARxxxxXTTR

* Xk Kk Kk kK *

AATCAGAATAAAA

WATCARXxxxxXTTR

* X %k % *x %

CATCACAAGCTCG

WATCARXxxxXTTR

* Kk k Kk k%K *

AATCAAACATCTT

P.putida
orpl IHF1
P.putida
orpl IHF2
P.putida

orpZ IHF

WWWCARXXxXXWTR

* k Kk Kk kK *x %

AATCAGAATAAAA

WWWCARXXxXXWTR

* X %k % *x %

CATCACAAGCTCG

WWWCARXXxXXWTR

* % * * %

AAGATGTTTGATT

Figure S3: sequence alignment of each DvH IHF-binding site with IHF-binding
site consensus sequences of E.coli (A) and P.putida (B).
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