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 have shown that when the digested DNA preparations of isolates of phage types DT9, 64, 12a and 197 were probed with the PCR amplicon from the immC region of ST64B they produced a band on a >8.51-kb fragment which from our results we can now identify as being located on Gifsy-1DT64 and Gifsy-1DT104. We have not tested for the immC genes in our testing because they are shared by Gifsy-1DT104 and ST64B but the results of Tucker and Heuzenroeder confirm that other shared sequences are present in the Gifsy-1 prophages from these phage types. However, we know that the identification of the prophage variant based on the assumption outlined here needs to be modified for isolates which have both Gifsy-1 and Gifsy-3 prophages since it would lead to the false conclusion that they contain two different Gifsy-1 prophages, Gifsy-1DT2, and Gifsy-1SL1344 which shares all of its ‘unique’ sequences with Gifsy-3.
