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Pelagibacteraceae_HIMB59_
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Bartonella_clarridgeiae_73_

Methylobacterium_radiotolerans_JCM_2831_

Thalassiobium_R2A62_
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Brucella_melitensis_M28_
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Rickettsia_typhi_Wilmington_
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Sulfitobacter_NAS141_
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Candidatus_Midichloria_mitochondrii_IricVA_
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Afipia_1NLS2_

Oceanibulbus_indolifex_HEL45_

Campylobacter_jejuni_ICDCCJ07001_

Magnetospirillum_magneticum_AMB1_

Anaplasma_marginale_Puerto_Rico_

Ruegeria_pomeroyi_DSS3_

Ahrensia_R2A130_

Gluconacetobacter_SXCC1_

Cyanophora_paradoxa_strain_CCMP_329_mitochondrion_

Octadecabacter_antarcticus_307_

Xanthobacter_autotrophicus_Py2_

Nitrobacter_hamburgensis_X14_

Chaetosphaeridium_globosum_mitochondrion_

Nitrobacter_winogradskyi_Nb255_

Ehrlichia_ruminantium_Gardel_

Loktanella_CCS2_

Thalassiobium_R2A62_

Brucella_melitensis_M28_

Ketogulonicigenium_vulgare_Y25_
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Hyphomicrobium_denitrificans_ATCC_51888_
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Bartonella_quintana_Toulouse_

Sphingobium_chlorophenolicum_L1_
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Zymomonas_mobilis_mobilis_NCIMB_11163_

Neorickettsia_sennetsu_Miyayama_

Phenylobacterium_zucineum_HLK1_

Granulibacter_bethesdensis_CGDNIH1_

Acanthamoeba_castellanii_mitochondrion_

Rhodocista_centenaria_SW_

Bartonella_grahamii_as4aup_

Caulobacter_crescentus_CB15_

Bartonella_henselae_Houston1_

Rickettsia_felis_URRWXCal2_

Sphingobium_japonicum_UT26S_

Rhodobacter_capsulatus_SB1003_

Citromicrobium_bathyomarinum_JL354_
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Ehrlichia_chaffeensis_Arkansas_
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Parvibaculum_lavamentivorans_DS1_
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Maritimibacter_alkaliphilus_HTCC2654_
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Sagittula_stellata_E37_

Hoeflea_phototrophica_DFL43_

Asticcacaulis_biprosthecum_C19_
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Rickettsia_bellii_RML369C_
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Methylosinus_trichosporium_OB3b_

Ruegeria_TM1040_

Parvularcula_bermudensis_HTCC2503_

Saprolegnia_ferax_strain_ATCC_36051_mitochondrion_

Sphingopyxis_alaskensis_RB2256_

Ochromonas_danica_mitochondrion_

Mariprofundus_ferrooxydans_PV1_

Marchantia_polymorpha_mitochondrion_

Candidatus_Pelagibacter_HTCC7211_

Cyanidioschyzon_merolae_mitochondrion_

Rhizobium_etli_Brasil_5_

Novosphingobium_aromaticivorans_DSM_12444_
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Erythrobacter_litoralis_HTCC2594_
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Hyphomonas_neptunium_ATCC_15444_

Acetobacter_tropicalis_NBRC_101654_

Starkeya_novella_DSM_506_

Reclinomonas_americana_mitochondrion_

Phaeobacter_gallaeciensis_210_

Bartonella_quintana_Toulouse_

Fulvimarina_pelagi_HTCC2506_

Labrenzia_alexandrii_DFL11_

Roseobacter_denitrificans_OCh_114_

Chara_vulgaris_mitochondrion_

Chattonella_marina_mitochondrion_

Thalassiobium_R2A62_

Rhodobacter_SW2_

Methylocella_silvestris_BL2_DSM_15510_

Acidiphilium_multivorum_AIU301_

Orientia_tsutsugamushi_Ikeda_

Ruegeria_TM1040_

Dictyostelium_discoideum_mitochondrion_

Magnetococcus_MC1_

Bradyrhizobium_BTAi1_

Ochrobactrum_intermedium_LMG_3301_

Nitrobacter_hamburgensis_X14_

Candidatus_Liberibacter_solanacearum_CLsoZC1_

Roseibium_TrichSKD4_

Parvularcula_bermudensis_HTCC2503_

Bartonella_grahamii_as4aup_

Xanthobacter_autotrophicus_Py2_

Asticcacaulis_excentricus_CB_48_

Silicibacter_lacuscaerulensis_ITI1157_

Wolbachia_of_Culex_quinquefasciatus_JHB_

Brucella_melitensis_M28_

Marchantia_polymorpha_mitochondrion_
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