	Family level taxon
	Abundance (%)
	　
	P-value

	
	T0
	T1
	T2
	T3
	　
	T0 vs. T1
	T0 vs. T2
	T0 vs. T3

	Ruminococcaceae
	42.5 ± 4.0
	43.5 ± 5.2
	40 ± 5.4
	35.1 ± 5.4
	
	0.302
	0.268
	0.084

	Prevotellaceae
	4.1 ± 3.7
	0.9 ± 0.6
	1.2 ± 0.5
	1.0 ± 0.5
	
	0.188
	0.298
	0.424

	Lachnospiraceae
	4.4 ± 0.8
	4.6 ± 0.8
	5.0 ± 1.8
	7.3 ± 1.7
	
	0.482
	0.500
	0.124

	Veillonellaceae
	2.3 ± 0.7
	1.4 ± 0.4
	1.1 ± 0.4
	0.9 ± 0.2
	
	0.135
	0.062
	0.027

	Clostridiaceae
	6.0 ± 1.7
	5.2 ± 1.4
	8.8 ± 5.1
	3.0 ± 0.6
	
	0.245
	0.340
	0.105

	Bacteroidaceae
	2.7 ± 0.4
	3.6 ± 1.3
	2.9 ± 1.5
	6.4 ± 3.7
	
	0.430
	0.150
	0.138

	Eubacteriaceae
	3.9 ± 1.4
	4.5 ± 2.3
	1.5 ± 0.9
	1.7 ± 1.1
	
	0.365
	0.032
	0.019

	Lactobacillales bacterium
	0.1 ± 0.0
	0.1 ± 0.1
	0.1 ± 0.1
	0.4 ± 0.2
	
	0.482
	0.457
	0.049

	Oscillospiraceae
	0.8 ± 0.5
	0.4 ± 0.2
	0.5 ± 0.3
	0.6 ± 0.2
	
	0.482
	0.416
	0.481

	Erysipelotrichaceae
	2.3 ± 1.8
	1.3 ± 0.6
	0.8 ± 0.3
	1.3 ± 0.8
	
	0.218
	0.375
	0.500

	Fusobacteriaceae
	0.3 ± 0.1
	0.8 ± 0.3
	1.8 ± 0.9
	3.4 ± 2.2
	
	0.188
	0.056
	0.500

	Porphyromonadaceae
	0.6 ± 0.2
	0.8 ± 0.4
	0.3 ± 0.1
	0.4 ± 0.2
	
	0.329
	0.111
	0.220

	Butyrate-producing bacterium
	2.1 ± 0.6
	4.4 ± 1.7
	5.3 ± 1.6
	4.6 ± 1.2
	
	0.201
	0.077
	0.050

	Enterococcaceae
	1.1 ± 0.4
	0.6 ± 0.2
	0.6 ± 0.3
	0.3 ± 0.1
	
	0.395
	0.101
	0.017

	Streptococcaceae
	1.0 ± 0.5
	1.2 ± 0.2
	0.7 ± 0.2
	0.6 ± 0.4
	　
	0.043
	0.262
	0.089


