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Table S2 - SNP calling Precision and Recall with data filtering

Precision and Recall values for detecting polymorphic sites at different scenarios of sequencing depth and

sample size. Analyses were performed as described in Table 1. Sites with a total sequencing depth below

the 10th percentile were discarded.

Sequencing depth Sample size Precision Recall

1X 1,000 0.737(0.0466) 0.749 (0.0491)

2X 500 0.776 (0.0465) 0.773 (0.0473)

10X 100 0.776 (0.0482) 0.723 (0.0447)

50X 20 1 (0) 0.538 (0.0626)


