
Table S3. Primers employed in the study 

___________________________________________________________________________ 

Primer Nucleotide sequence (5’–3’)
b
    Generated mutation 

___________________________________________________________________________ 

OuMC22I
 a
 cgaatgatgacgctggcgatcggcggtctggtactgttg   OutMC22I 

OuMC29V
 a
 ggcggtctggtactgttggtcctgctgtattatctgtgc   OutMC29V 

OuMC35I
 a
 gcctgctgtattatctgatctgggcaccgtggcagg   OutMC35I 

OuMY33C/C35I
a
 ctgttgtgcctgctgtattgtctgatctgggcaccgtgg   OutMY33C/C35I 

OuML34C/C35I
a
 gttgtgcctgctgtattattgcatctgggcaccgtggcag   OutML34C/C35I 

OuML122C
 a
 cgtagcgatttcaacaacctgtgccactggctggctgaactgg   OutM L122C 

OuMA126C
 a
 caacctgctgcactggctgtgtgaactggagcagaaaaacg   OutM A126C 

OuML122C/ 

A126C
 a
 caacctgtgccactggctgtgtgaactggagcagaaaaacg   OutM L122C/A126C 

OuML139C
 a
 cggcgtgatcacccaggggtgcgatgtcacggcggttcccaacag  OutM L139C 

OuMV141C
 a
 cgtgatcacccaggggttggattgcacggcggttcccaacagcgc  OutM V141C 

OuMV144C
 a
 caggggttggatgtcacggcgtgtcccaacagcgccggcatggtg  OutM V144C 

OuMP145C
 a
 gggttggatgtcacggcggtttgcaacagcgccggcatggtggag  OutM P145C  

OuLI378C
 a
 gcaggctcaggcatatttccagtgcccgccgggtgaaatgaagcag  OutL I378C 

OuLP380C
 a
 ctcaggcatatttccagatcccgtgcggtgaaatgaagcaggaaaaagac OutL P380C 

OuLG381C
 a
 gcatatttccagatcccgccgtgtgaaatgaagcaggaaaaag  OutL G381C 

OuMXba gcgctctagaattgcgtcgccgctgg     XbaI, aa 2 of OutM 

OuMER gaattcgcatcgattacagc     EcoRI, after outM 

OuMHis catatgcaccatcaccatcaccataatgaattgcgtcgc  NdeI and 6His before outM 

OuMNde5’ ccggcatatggcaccgtggcaggagcg   NdeI before outMper 

OuMBH2
 a
 gctgtattatctgtgctgggatccgtggcaggagcgggcg  BamHI, aa 36 and 37 of OutM 

OuMXba-sh
 a
 gcacggcggcagatcgccggtctagacatcagcctgacggtgttg XbaI, aa 80 of OutM  

OuMPst-sh 
a
 gcaaagcgcggcccgctgcagcatcaccgtgctgcgtatg  PstI, aa 95 and 96 of OutM 

OuMEcl136 
a
 gggcaccgtggcaggagctcgcgcgacagtggcagatgac Ecl136II, aa 42 of OutM 

OuLHpa 
a
 gtacgcgccggtgaaaccctgttaacaggcggtgttgccgtggc HpaI, aa 241 and 242 of OutL 

OuLNhe 
a
 ggctgctgctggtgctagcagagtctgtctggacccattac  NheI, aa 266 of OutL 

OuLHis catatgcaccatcaccatcaccataacagggccgacaacg  NdeI and 6His before outL 

OuLER gggaattcatggctgactcctcag    EcoRI after outL 

RCOuLNdRI gtcagtcacgatgaattcat atgtgactcctcagaattaactg NdeI and EcoRI after outL 

___________________________________________________________________________ 
a
 For each primers used in site directed mutagenesis, another primer with reverse complementary 

sequence was used (not shown). 

b
 Mutated or introduced bases are in bold italic. Introduced restriction nuclease sites are underlined.  


