Table S3. Primers employed in the study

Primer Nucleotide sequence (5’-3°)° Generated mutation
Oumc221? cgaatgatgacgctggcgatcggeggtctggtactgttg OutMC221
OuMC29Vv? ggcggtctggtactgttggtcctgetgtattatctgtge OutMC29V
OuMC351° gcctgctgtattatctgatctgggceaccgtggeagg OutMC35I
OuMY33C/C351* ctgttgtgcctgetgtattgtctgatctgggeacegtgg OutMY33C/C35I
OuML34C/C351* gttgtgcctgctgtattattgcatctgggeaccgtggeag OutML34C/C35I
OuML122C*? cgtagcgatttcaacaacctgtgcecactggetggcetgaactgg OutM L122C
OuMA126C*? caacctgctgcactggctgtgtgaactggagcagaaaaacg OutM A126C
OuML122C/

A126C*? caacctgtgccactggctgtgtgaactggagcagaaaaacy OutM L122C/A126C
OuML139C*? cggcgtgatcacccaggggtgcgatgtcacggeggttcccaacag OutM L139C
OuMVv141C*? cgtgatcacccaggggttggattgcacggceggttcccaacagege OutM V141C
OuM\V144C*? caggggttggatgtcacggcgtgtcccaacagcgecggeatggtg OutM V144C
OuMP145C*? gggttggatgtcacggcggtttgcaacagcgecggcatggtggag OutM P145C
OuL1378C*? gcaggctcaggcatatttccagtgcccgecgggtgaaatgaagceag OutL 1378C
OuLP380C* ctcaggcatatttccagatccecgtgeggtgaaatgaagcaggaaaaagac OutL P380C
OuLG381C*? gcatatttccagatccecgecgtgtgaaatgaagcaggaaaaag OutL G381C
OuMXba gcgctctagaattgcgtegeegetgg Xbal, aa 2 of OutM
OuMER gaattcgcatcgattacagc EcoRl, after outM
OuMHis catatgcaccatcaccatcaccataatgaattgcgtcge Ndel and 6His before outM
OuMN(de5’ ccggcatatggcaccgtggcaggageg Ndel before outMpe
OuMBH2? gctgtattatctgtgctgggatcecgtggcaggagegggeg BamHlI, aa 36 and 37 of OutM
OuMXba-sh? gcacggcggcagatcgecggtctagacatcagectgacggtgttg  Xbal, aa 80 of OutM
OuMPst-sh ® gcaaagcgcggcccgctgcagcatcaccgtgcetgegtatg Pstl, aa 95 and 96 of OutM
OuMEcl136* gggcaccgtggcaggagctcgcgegacagtggcagatgac Ecl1361l, aa 42 of OutM
OuLHpa? gtacgcgccggtgaaaccctgttaacaggeggtgttgeecgtgge Hpal, aa 241 and 242 of OutL
OuLNhe ? ggctgctgetggtgctagcagagtetgtetggacccattac Nhel, aa 266 of OutL
OuLHis catatgcaccatcaccatcaccataacagggccgacaacg Ndel and 6His before outL
OuLER gggaattcatggctgactcctcag EcoRlI after outL
RCOULNdRI gtcagtcacgatgaattcat atgtgactcctcagaattaactg Ndel and EcoRlI after outL

® For each primers used in site directed mutagenesis, another primer with reverse complementary

sequence was used (not shown).

® Mutated or introduced bases are in bold italic. Introduced restriction nuclease sites are underlined.



