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Figure S4. Scatter plots for examining differential expression and differential splicing. (A) Plot of the -log 10 based p values from the likelihood ratio test between model 1 and 0 v.s. the log2 fold changes of the estimated gene abundance, which can be used for visualizing differential expression of each gene. The red box highlights the SCIN gene that is shown as an example in the main text. (B) Plot of the -log 10 based p values from the likelihood ratio test between model 2 and 0 v.s the T values, which can be used for visualizing differential splicing of each gene. The red box highlights the BACE1 gene that is shown as an example in the main text.

