Table S1. List of oligonucleotide probes tested in EMSA. 

	SNP identifier

in dbSNP NCBI
	Gene name and SNP location in the gene
	Sequences of oligonucleotides 5’-> 3’

	rs10411210:C>T
	RHPN2 (intron 2)
	 V1: cagtTGCCCTATTTGTTTTCGGGAAACCGTTGGTG

	
	
	 V2: cagtTGCCCTATTTGTTTTTGGGAAACCGTTGGTG  

	rs1048990:C>G
	PSMA6 (5’-UTR)
	 V1: cagtTTTAAAGTAGTGCTTCTACCAACATGTCCCG  

	
	
	 V2: cagtTTTAAAGTAGTGCTTGTACCAACATGTCCCG

	rs11178998:A>G
	TPH2 (5’-UTR)
	 V1: cagtTCCGCCAGCGCTGCTACTGCCCCTCTAGTAC  

	
	
	 V2: cagtTCCGCCAGCGCTGCTGCTGCCCCTCTAGTAC  

	rs113994210:C>G
	CTNS (intron 10)
	 V1: cagtTCCGTCTGTCTGGCCCAGGCCTACATGAACT  

	
	
	 V2: cagtTCCGTCTGTCTGGCCGAGGCCTACATGAACT

	rs11466315:C>G
	TGFB1 (5’-UTR)
	 V1: cagtCCCACCTCCCTCCGCCGAGCAGCCAGACAGC  

	
	
	 V2: cagtCCCACCTCCCTCCGCGGAGCAGCCAGACAGC  

	rs12044852:C>A
	CD58 (intron1)
	 V1: cagtCGTGATTCCTAACAGCTAGAATGAGGAGGGC  

	
	
	 V2: cagtCGTGATTCCTAACAGATAGAATGAGGAGGGC  

	rs12740374:G>T
	CELSR2 (3’-UTR)
	 V1: cagtTCGGCTGCCCTGAGGGTGCTCAATCAAGCAC  

	
	
	 V2: cagtTCGGCTGCCCTGAGGTTGCTCAATCAAGCAC  

	rs12885713:C>T
	CALM1 (5’-UTR)
	 V1: cagtATATATATCGCGGGGCGCAGACTCGCGCTCC  

	
	
	 V2: cagtATATATATCGCGGGGTGCAGACTCGCGCTCC  

	rs1532624:G>T
	CETP (intron 7)
	 V1: cagtCCACACAGCTTGTGAGGCTGCAGCCCAAAGG  

	
	
	 V2: cagtCCACACAGCTTGTGATGCTGCAGCCCAAAGG  

	rs17039192:C>T
	EPAS1 (5’-UTR)
	 V1: cagtCACACGGGTCCGGTGCCCGCTGCGCTTCCGC  

	
	
	 V2: cagtCACACGGGTCCGGTGTCCGCTGCGCTTCCGC  

	rs1800734:A>G
	EPM2AIP1 (promoter), MLH1 (5’-UTR)
	 V1: cagtGCGTAAGCTACAGCTAAAGGAAGAACGTGAG  

	
	
	 V2: cagtGCGTAAGCTACAGCTGAAGGAAGAACGTGAG  

	rs2010963:C>G
	VEGFA (5’-UTR)
	 V1: cagtTGCGAGCAGCGAAAGCGACAGGGGCAAAGTG  

	
	
	 V2: cagtTGCGAGCAGCGAAAGGGACAGGGGCAAAGTG  

	rs2038137:A>C
	KIAA0319 (5’-UTR)
	 V1: cagtGTATCTACTTCCCAGAGCGCCTGGCCGAGAA  

	
	
	 V2: cagtGTATCTACTTCCCAGCGCGCCTGGCCGAGAA  

	rs2071002:A>C
	NQO2 
(5’-UTR)
	 V1: cagtCGGCTCCTACTGGGGAGTGCGCTGGTCGGAA  

	
	
	 V2: cagtCGGCTCCTACTGGGGCGTGCGCTGGTCGGAA  

	rs2279744:G>T
	MDM2 (intron 1)
	 V1: cagtGGCTGCGGGGCCGCTGCGGCGCGGGAGGTCC  

	
	
	 V2: cagtGGCTGCGGGGCCGCTTCGGCGCGGGAGGTCC  

	rs2282978:C>T
	CDK6 (intron 5)
	 V1: cagtTTGCATTGGATCATCCTTGGGAAACCACCTA  

	
	
	 V2: cagtTTGCATTGGATCATCTTTGGGAAACCACCTA  

	rs2297339:A>G
	HBS1L (5’-UTR)
	 V1: cagtCGCGACGTCTTAGCTATGCACCGCGCGACGG  

	
	
	 V2: cagtCGCGACGTCTTAGCTGTGCACCGCGCGACGG  

	rs3807306:A>C
	IRF5 (intron 2)
	 V1: cagtCGAAAGTGGCTAGACAGGGACAACTCAGAAA  

	
	
	 V2: cagtCGAAAGTGGCTAGACCGGGACAACTCAGAAA  

	rs4809324:C>T
	RTEL1 (intron 16)
	 V1: cagtGGGCCTGGAATCTGTCTGTTCCATTGACCTC  

	
	
	 V2: cagtGGGCCTGGAATCTGTTTGTTCCATTGACCTC  

	rs4821544:T>C
	NCF4 (intron 1)
	 V1: cagtGCACGCAAACTCGAATCTTCCGGAAGCAGCA  

	
	
	 V2: cagtGCACGCAAACTCGAACCTTCCGGAAGCAGCA  

	rs55853698:T>G
	CHRNA5 (5’-UTR)
	 V1: cagtGCGCGGAGCGGCCCCTCTGCTGCGTCTGCCC  

	
	
	 V2: cagtGCGCGGAGCGGCCCCGCTGCTGCGTCTGCCC  

	rs6958571:A>C
	NOD1 (intron 9)
	 V1: cagtCAAGGCCCGCCCCCCACACACACAGCAGGTT  

	
	
	 V2: cagtCAAGGCCCGCCCCCCCCACACACAGCAGGTT  

	rs737865:C>T
	COMT (intron 1), TXNRD2 (promoter) 
	 V1: cagtAACAGGACACAAAAACCCCTGGCTGGAAAAA  

	
	
	 V2: cagtAACAGGACACAAAAATCCCTGGCTGGAAAAA  

	rs74393987:C>T
	APC (intron 2)
	 V1: cagtGAGGCAGGGGCGTCGCCCCCCCGCCCCCCAC  

	
	
	 V2: cagtGAGGCAGGGGCGTCGTCCCCCCGCCCCCCAC  

	rs75612255:C>T
	APC (intron 1)
	 V1: cagtATTTATTACTCTCCCCCCCACCTCCGGCATC  

	
	
	 V2: cagtATTTATTACTCTCCCTCCCACCTCCGGCATC  

	rs75996864:G>T
	APC (5’-UTR)
	 V1: cagtACCGACATGTGGCTGGATTGGTGCAGCCCGC  

	
	
	 V2: cagtACCGACATGTGGCTGTATTGGTGCAGCCCGC  

	rs76241113:A>G
	APC (intron 2)
	 V1: cagtGCGGGGGGAGGGGGGAAGGTGGTTTTCCCTC  

	
	
	 V2: cagtGCGGGGGGAGGGGGGGAGGTGGTTTTCCCTC  

	rs77733015:G>T
	APC (intron 1)
	 V1: cagtGGGCTAGGCAGGCTGGGCGGTTGGGCGGGGC  

	
	
	 V2: cagtGGGCTAGGCAGGCTGTGCGGTTGGGCGGGGC  

	rs78037487:G>C
	APC (intron 1)
	 V1: cagtCCATTCCCGTCGGGAGCCCGCCGATTGGCTG  

	
	
	 V2: cagtCCATTCCCGTCGGGACCCCGCCGATTGGCTG  

	rs78597499:G>T
	APC (intron 1)
	 V1: cagtAGGCAGGCTGTGCGGGTGGGCGGGGCCCTGT  

	
	
	 V2: cagtAGGCAGGCTGTGCGGTTGGGCGGGGCCCTGT  

	rs79216719:A>C
	APC (intron 1)
	 V1: cagtCCTTCTGCCCTGCGGACCTCCCCCGACTCTT  

	
	
	 V2: cagtCCTTCTGCCCTGCGGCCCTCCCCCGACTCTT  

	rs79488395:A>C
	APC (intron 1)
	 V1: cagtCTTTACTATGCGTGTAAACTGCCATCAACTT  

	
	
	 V2: cagtCTTTACTATGCGTGTCAACTGCCATCAACTT  

	rs79577178:C>G
	APC (intron 2)
	 V1: cagtGGGCGTCGTCCCCCCCCCCCCCACTGCAGCA  

	
	
	 V2: cagtGGGCGTCGTCCCCCCGCCCCCCACTGCAGCA  

	rs7961894:C>T
	WDR66 (intron 3)
	 V1: cagtGCTGTCACACAAGGTCCTACAGTGAACGTGC  

	
	
	 V2: cagtGCTGTCACACAAGGTTCTACAGTGAACGTGC  

	rs79734816:C>T
	APC (intron 1)
	 V1: cagtTCTGCCCTGCGGACCCCCCCCGACTCTTTAC  

	
	
	 V2: cagtTCTGCCCTGCGGACCTCCCCCGACTCTTTAC  

	rs80112297:A>G
	APC (intron 2)
	 V1: cagtGCTTGCTGCGGGGGGAGGGGGGAAGGTGGTT  

	
	
	 V2: cagtGCTTGCTGCGGGGGGGGGGGGGAAGGTGGTT  

	rs80313086:G>T
	APC (intron 2)
	 V1: cagtGGGGAGGGGGGAAGGGGGTTTTCCCTCGCAC  

	
	
	 V2: cagtGGGGAGGGGGGAAGGTGGTTTTCCCTCGCAC  

	rs9465871:T>C
	CDKAL1 (intron 5)
	 V1: cagtAGTGTTGCTGAGAAATTGAGTTAGATGAAGA  

	
	
	 V2: cagtAGTGTTGCTGAGAAACTGAGTTAGATGAAGA  

	rs3057:A>G
	ASAP1
(intron 4)
	V1: cagtCTGATGGAAGCATCAATGATGGATTTGGCTT



	
	
	V2: cagtCTGATGGAAGCATCAGTGATGGATTTGGCTT



	rs3766379:C>T
	CD244 
(intron 5)


	V1: cagtGCTCCTGGAGGAGCCCACTCAGGCTGGTGGG



	
	
	V2: cagtGCTCCTGGAGGAGCCTACTCAGGCTGGTGGG


Two allelic versions of oligonucleotides correspond to each SNP. SNP position marked in bold style. Tetranucleotide overhangs are indicated in lowercase letters.

