Table S1 - A. baumannii genome sequences used in this study
	Strain
	BioProject
	Status
	Plasmids
	Reference

	AB0057
	PRJNA59083
	Complete
	1
	[1]

	1656-2
	PRJNA158677
	Complete
	2
	

	AB307-0294
	PRJNA59271
	Complete
	-
	[1]

	ACICU
	PRJNA58765
	Complete
	2
	[2]

	ATCC 17978
	PRJNA58731
	Complete
	2
	[3]

	AYE
	PRJNA61637
	Complete
	4
	[4,5]

	MDR-TJ
	PRJNA162739
	Complete
	1
	[6]

	MDR-ZJ06
	PRJNA158685
	Complete
	1
	[7]

	SDF
	PRJNA61601
	Complete
	3
	[4,5]

	TCDC-AB0715
	PRJNA158679
	Complete
	2
	[8]

	3909
	PRJNA52397
	Drafts
	1
	[9,10]

	3990
	PRJNA52395
	Drafts
	2
	[9,10]

	4190
	PRJNA52399
	Drafts
	2
	[9,10]

	MS1968
	-
	Drafts
	-
	This study

	MS1984
	-
	Drafts
	-
	This study

	6013113
	PRJNA47501
	Drafts
	-
	

	6013150
	PRJNA47499
	Drafts
	-
	

	6014059
	PRJNA47503
	Drafts
	-
	

	A118
	PRJNA60111
	Drafts
	-
	[11]

	AB056
	PRJNA43427
	Drafts
	-
	[12]

	AB058
	PRJNA43429
	Drafts
	-
	[12]

	AB059
	PRJNA43431
	Drafts
	-
	[12]

	AB210
	PRJNA52391
	Drafts
	-
	[13]

	AB4857
	PRJNA77019
	Drafts
	-
	[14]

	AB5075
	PRJNA77021
	Drafts
	-
	[14]

	AB5256
	PRJNA77023
	Drafts
	-
	[14]

	AB5711
	PRJNA77025
	Drafts
	-
	[14]

	AB900
	PRJNA30995
	Drafts
	-
	[1]

	ABNIH1
	PRJNA63335
	Drafts
	-
	[15]

	ABNIH2
	PRJNA63337
	Drafts
	-
	[15]

	ABNIH3
	PRJNA63339
	Drafts
	-
	[15]

	ABNIH4
	PRJNA63341
	Drafts
	-
	[15]

	ATCC 19606
	PRJNA40853
	Drafts
	-
	

	D1279779
	PRJNA61919
	Drafts
	-
	[16]

	Naval-18
	PRJNA53393
	Drafts
	-
	

	Naval-81
	PRJNA53395
	Drafts
	-
	

	OIFC032
	PRJNA53379
	Drafts
	-
	

	UMB001
	PRJNA60843
	Drafts
	-
	[17]

	UMB002
	PRJNA60845
	Drafts
	-
	[17]

	UMB003
	PRJNA60847
	Drafts
	-
	[17]

	W6976
	PRJNA62419
	Drafts
	-
	

	W7282
	PRJNA62421
	Drafts
	-
	

	WM99c
	PRJNA61917
	Drafts
	-
	[16]
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