
 

Table S2. PCR primers used in this study. 

Locus Primer 5’ → 3’ sequencea Tab 
Fragment 

length (bp) 
Referenced 

gyrB UP-1E CAGGAAACAGCTATGACCAYGSNGGNGGNAARTTYRA 62–65 966 [1] 
 APrU TGTAAAACGACGGCCAGTGCNGGRTCYTTYTCYTGRCA 

 gBMM1Fc GTGTCGGTKGTRAACGCCC 
62–65 725 [2] 

 gBMM725Rc GCYTCRTTSGGRTTYTCCAGCAGG 

rpoB rpoBf1 CAGTTCATGGACCAGAACAACCCGCT 
60 508 [3] 

 rpoBr1 CCCATCAACGCACGGTTGGCGTC 

rpoD PsEG30F ATYGAAATCGCCAARCG 
49–55 760 [4] 

 PsEG790R CGGTTGATKTCCTTGA 

rrs 27F AGAGTTTGATCMTGGCTCAG 
50 1465 [5] 

 1492R GGTTACCTTGTTACGACTT 

a Nucleotide ambiguity code: K, G or T; M, A or C; R, A or G; S, G or C; Y, C or T; N, any. 

b Annealing temperature (°C). 

c This set of primers was used when no amplification was achieved with UP-1E and APrU. 
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