Table S2 The markers used in the RT-PCR analysis of three predicted genes in the candidate region 

	Predicted ORFs
	predicted 
	Forward primers (5’–3’)
	Reverse primers (5’–3’)

	
	Size (bp)
	
	

	LOC_Os11g44250
	280
	CGATGACGGCTCAGCAGAAC
	GGGACGAGGAGGAGATAGGA

	LOC_Os11g44310
	303
	ACGCCAGCAAACTTCTTCAG
	TCGTCCGTGGATGGATTACC

	LOC_Os11g44340
	470
	GTGATTGTGCCAAATAGGTCC
	GCTGCTACTGCGTGCTTCTC


