
dN-dS Nei-Gojobori

S2A -1,058 p>0.05 P>0.1 P>0.1

S2B 0,197 p>0.05 P>0.1 P>0.1

S2C -1,294 p>0.05 P>0.1 P>0.1

S3A 1,819 p=0.036 P<0.02 P < 0.05

S3B 0,704 P=0.006 P>0.1 P>0.1

S3C 2,583 p>0.05 P<0.05 P>0.05

Figure. Tajima's D along multiple sequence alignments. Segments 

indicated in black horizontal lines
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