
Figure S1. Deduced amino acid sequences of GSB mucins and alignment with mucin orthologs. Black boxes 

mark the deduced initiation and termination codons. Functional domains are indicated in coloured boxes: O-

glycosylated region or PTS domain (yellow), extracellular proteolytic cleavage site SEA domain (orange), 

transmembrane domain (TM) (red), immunoglobulin domain (Ig) (grey), vW-D domain (dark blue), C8 domain 

(blue), and cysteine knot domain (CK) (light blue).  In each amino acid alignment, conserved residues with the 

GSB sequence are represented by dots. 

 

  



  



  



  



  



 


