
Metagenome	   Number	  of	  Mapped	  
Reads	   Maximum	  Coverage	   Mean	  Coverage	  

Number	  of	  Bases	  

(%	  bases	  of	  	  reference	  
genome)	  

CF1-‐D	   4,772	   12	   0.9	  
1,239,444	  

	  (55%)	  	  

CF1-‐E	   41,835	   47	   7.8	  
2,117,375	  

(93%)	  

CF1-‐F	   12,512	   17	   2.4	  
1,892,620	  

(84%)	  

CF4-‐C	   8,886	   23	   1.6	  
1,621,081	  

(72%)	  

CF6-‐A	   355	   6	   0.06	  
131,287	  

(6%)	  

CF6-‐B	   9,925	   18	   1.8	  
1,683,390	  

(74%)	  

CF6-‐C	   10,790	   20	   1.9	  
1,728,332	  

(76%)	  

CF6-‐D	   800	   8	   0.15	  
285,337	  

(13%)	  

CF7-‐A	   5,088	   16	   0.9	  
1,220,642	  

(54%)	  

CF7-‐B	   9,588	   16	   1.7	  
1,659,075	  

(73%)	  

CF7-‐C	   133	   7	   0.02	  
42,330	  

(2%)	  

CF7-‐D	   1,246	   8	   0.2	  
416,645	  

(18%)	  

CF8-‐A	   10,225	   50	   1.8	  
1,6,45,293	  

(73%)	  

CF8-‐B	   11,236	   16	   2.0	  
1,783,108	  

(79%)	  

	  


