DWS [g]

DWS [g]

DWS [g]

04 06 08 1.0 04 06 08 1.0

04 06 08 1.0

P1 DUF647 domain containing protein, put

o —
r=0.13 °
0865 o
o @ —
®f o, ©
° o 4 o 90
° 92 o -
°© 0 o °
%0 o
$ . o ° L
o
I I I I I I
-15 -0.5 05 1.0

Relative Expression [log2]

04 06 08 1.0
DWS [g]

P2 Glycine-rich cell wall structural pro

r=0.41 °
°

Relative Expression [log2]

P3 Ribosome inactivating protein,

—_ ° —
o I’:—0.0go
o
o
° °9 %, o ol
° o0
Y L
oo o -
090 oo
) o o o°
o° ° °<:, -
o
I I I I I I I
-10 0 5 10 15 20

Relative Expression [log2]

04 06 08 1.0
DWS [g]

e}
c
=3
Q
=

04 06 08 1.0
DWS [g]

04 06 08 1.0 04 06 08 1.0

04 06 08 1.0

P5 KH domain containing protein, putativ

o
r=0.23 o
o
%% o
ood o
o 0o

o

o

Relative Expression [log2]

04 06 08 1.0

DWS [g]

04 06 08 1.0

P6 Phosphatidic acid phosphatase-related

-1.0

P8 Fructose—1,6—bisphosphatase, cytosoli

00 05 1.0 15

Relative Expression [log2]

r=0.31e
o
° °
o %9 o oo
o
00,090
° 0° ° o
o o o
°,%0 o
o o o®,° . °
o0 °
o
I I I I I I I
0.5 15 2.5 3.5

Relative Expression [log2]

04 06 08 1.0

04 06 08 1.0

DWS [g]

DWS [g]

04 06 08 1.0

04 06 08 1.0

P9 Helix-loop—helix DNA-binding dc

r=0.03 o

Relative Expression [log2]

04 06 08 1.0

P10 tRNA synthetases class || doma

r=0.24 °
o

oo

-05 0.0

Relative Expression [log2]

04 06 08 1.0

P11 CAMK_KIN1/SNF1/Nim1_like.1

-0.5

Relative Expression [log2]

04 06 08 1.0



DWS [g]

DWS [g]

DWS [g]

04 06 08 1.0 04 06 08 1.0

04 06 08 1.0

P12 Aconitate hydratase protein, putativ

o
r=—0.31 o
o °° (-}
- oo % ° o
o - ®y o °
0% 0 g0
- o oo
PO O,
] o ‘; 0%00 o :
o
I I I I
00 05 10 15 20

Relative Expression [log2]

P13 Expressed protein

r=0.35 o
o o
o Do o
- ° o %%
o
o oo o o
oo o o °0
- o
© og ©
o o
(-] %O °°
— %o
o

Relative Expression [log2]

04 06 08 1.0

04 06 08 1.0

DWS [g]

DWS [g]

P14 Transporter family protein, putative

Relative Expression [log2]

04 06 08 1.0

DWS [g]

04 06 08 1.0 04 06 08 1.0

04 06 08 1.0

P15 Chorismate synthase 2, chloroplast p

r=—0.26 o
°

°
S5 o &®

Relative Expression [log2]

04 06 08 1.0

DWS [g]

04 06 08 1.0

P16 Fructose-1,6—-bisphosphatase, chlorop

10 15 20 25 3.0 35

Relative Expression [log2]

P17 Asparagine synthetase, putative

r=—0.48 o
oy °
o

- ®o o

2 O o ° o

o o0

0 @ 3 oo
—o ° °
° ° @

Relative Expression [log2]

04 06 08 1.0

04 06 08 1.0

DWS [g]

DWS [g]

04 06 08 1.0

04 06 08 1.0

P18 S1 RNA binding domain contain

Relative Expression [log2]

P19 Expressed protein

o
r=0.23 o o
o
- o & o, o
o o,
oo w%gno o
- o o ©
° @, o
° %0
_o . o <,o o °
I I I I I
1.0 15 2.0 2.5 3.0

°
r=0.82
° °
] §° °° o ® ° °
L) - °
o é’cg L
—° o o
% ¢
° ° o
4° o © ° °
o
I I I I I I
0.5 15 25 3.5

Relative Expression [log2]

04 06 08 1.0

04 06 08 1.0

P20 Terpene synthase family, metal |

o
1=0.040
o o
_ ° % o % o ©
: gmo"o
o%%6 ©
) 0©
o o o @®
) 8 °5
&,
- ? °
°
T T T T T T T T
-2.0 -1.0 0.0 1.0

Relative Expression [log2]

04 06 08 1.0



DWS [g]

DWS [g]

DWS [g]

04 06 08 1.0 04 06 08 1.0

04 06 08 1.0
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P27 50S ribosomal protein L17, puta
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P28 Ribosomal protein S6, putative

o

r=0:24 R
oo ° o
oo o o @
o o ®
°4 FIC IS &£
° . o oo
° o
€ %o
° o
oo o o
o © °

15 20 25 30 35

Relative Expression [log2]

04 06 08 1.0

P29 Transmembrane amino acid trar

0©°

o

r=-0.3
o
o

Relative Expression [log2]

04 06 08 1.0



DWS [g]

DWS [g]

DWS [g]

04 06 08 1.0 04 06 08 1.0

04 06 08 1.0

P30 AP2 domain containing protein

o
r=0.09
o
o o, °
o o ©° o ®
8 o o Oo —
0o©° o & o
o oa UOQ
° ° o -
@ © o
oo : oo o
o 0°
° -
o

Relative Expression [log2]

04 06 08 1.0
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P44 Metal transporter Nramp6, putative
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P48 Peroxidase precursor, putative
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P49 AMP deaminase, putative
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