Table S1. Sequences of the amplicons obtained in RT-qPCR. Primers binding sites are underlined.
>TUB
ATACAATGCCACTCTCTCAGTCCACCAGTTGGTTGAGAATGCTGATGAGTGCATGGTTCTTGACAACGAGGCTCTCTATGACATCTGCTTCAGGACTCTCAAGCTGACAACTCCCAGCTTTGGTGATTTGAACCATCTCATCTC

>CAP
CTCCAGGGAAGATGCTGAAGATGCAGTCAAATATATTAGTGGCACAATGCTTGATGATCGCCCAATTCGTGTTGATTTTGATTGGGGCTTTCAAG

>EF1
CACTGGTCACCTGATCTACAAGCTTGGAGGCATCGACAAGCGTGTGATCGAGAGGTTCGAGAAGGGAGCTGCTGAGATGAACAAGAGGTCCTTCAAGTAC

>GAPDH
AGGTTATCAATGACAAGTTTGGCATTGTTGAGGGTTTGATGACCACTGTTCACGCCATGACCGCTACCCAGAAGACTGTTGAT
>RUB
GGAGTATGAAACCAAGGATACTGATATCTTGGCAGCATTCCGAGTAACTCCTCAGCCTGGGGTTCCGCCGGAAGAAGCAGGGGCTGCAGTAGCTGCCGAATCTTCTACTGGTACATGGACAAC

>UBQ
CAAGAAGAAGACGTACACCAAGCCCAAGAAGCAAAAGCACAAGCACAAGAAGGTGAAGCTCGCCCTCCTCCAGTTCTACAAGGTC
>18S
GTGACGGAGAATTAGGGTTCGATTCCGGAGAGGGAGCCTGAGAAACGGCTACCACATCCAAGGAAGGCAGCAGGCGCGCAAATTACCCAATCCTGACA
>25S
GGATTAACGAGATTCCCACTGTCCCTGTCTACTATCCAGCGAAACCACAGCCAAGGGAACGGGCTTGGCGGAATCAGCGGGGAAAGAAGACCCTGTTGAGCTTGACTCTAGTCCG
>ALS
GCAATCAAGAAGATGCTTGAGACTCCTGGGCCATACTTGTTGGATATCATCGTCCCTCACCAGGAGCATGTGCTGCCTATGATCCCTAGCGGTGGTGCTTTCAAGGACATTATCATGGAAGGTGATGGCAGGA

>ACCase
CACAAGACACAGCTAGATAGTGGCGAAATAAGGTGGGTTATCGATTCTGTTGTGGGCAAGGAGGATGGACTAGGTGTGGAGAACATACATGGAAGTGCTGCTATTGCCAGTGCGTATTCTAGGGCATACGAGGAGACATTTACACTTACATTTGTGACTGGACGAACTGTTGGAA
>CYP71R4
GAACATGATGTACCATTTCGACTGGAAGCTCCCTAACGGCCAGGACATAGAGTCTTTTGAGCTCATAGAGTCTAGTGGGTTGTCGCCTGGCCTTAAGTCTG

>CYP72A
CAGTGATGACTTGCTAGGATTGCTGTTGGAGTCAAATAGACGGGAATCCAATGGGAAAGCAGACCTAGGAATGAGTACCGAAGACATAATTGAGGAATGCAAGCTATTTTACTTTGCAGGTATGGAGACAACATCAGTATTGCTCACATGGACACTAATTCTGCTCAGCATG
>CYP81B1
GTCTGTTCATGA
TACCGTTCGGGATGGGGCGGCGGAGGTGCCCCGGGGAGACGCTGGCGCTGCGGACCATCGGAATGGTCCTGGCGACGCTGGTGCAGTGCTTCGACTGGGAACCGGTGGACGGCGTGAAGGTGGACATGACGGAG
>CYP81A
AGGGGAGACGGGATGCTGGTGGTACCGTTCGGGATGGGGCGGCGGAGGTGCCCCGGGGAGACGCTGGCGTTGCAGATGGTCGGGATTGTTCTGGCAACGCTGTTGCAGTGCTTCGACTGGGAACGGGTGGACGGCGTGGAGGTGGACATG

ACGGAGGGGCCAGGGATCACCATGCCCAA
>CYP92A
CTCGATGTTAAGGGGCAGGATTACGAGCTGCTGCCGTTCGGGTCGGGGCGCAGGATGTGTCCCGGATACAGCCTAGGGCTGAAGGTGATCCAGGTGAGCCTGGCGAACCTACTGCACGGGTTCGAGTGGAAGCTCCCCGACGGCGTGGAGCTGAACATGGAGGAGATC
