	Target
	Strain
	Primer Sequence (53)

	Nucleosome -2
	24%
	f
	AAATGAATAGATACAACCTTGGCACT

	
	
	r
	TGCGATCTTTTCGAAAACAAG

	
	39%
	f
	TCTAAATGAATCGATACAACCTTGG

	
	
	r
	CTTCGAAAACAGGGACCAGA

	
	54%
	f
	GCCTCTAAACGCATCGACAC

	
	
	r
	AAACGGGGACCAGAATCG

	Linker 1
	All
	f
	GCTTTTTCTTTGTCTGCACAAAG

	
	Nucleosome (-)
	r
	ACGTTTCATTTCGACAATTCAAA

	
	24%
	r
	AGTGCCAAGGTTGTATCTATTCATTT

	
	39%
	r
	CCAAGGTTGTATCGATTCATTTAGA

	
	54%
	r
	GTGTCGATGCGTTTAGAGGC

	Linker 2
	24%
	f
	CTTGTTTTCGAAAAGATCGCA

	
	39%
	f
	TCTGGTCCCTGTTTTCGAAG

	
	54%
	f
	CGATTCTGGTCCCCGTTT

	
	All
	r
	ACGTTTCATTTCGACAATTCAAA

	Nucleosome -1
	All
	f
	TTTGAATTGTCGAAATGAAACGT

	
	
	r
	TCGAATTTGCTTGCTCTATTTGT

	Nucleosome -3
	All
	f
	AATGCGCAAATATGTCAACGT

	
	
	r
	CTTTGTGCAGACAAAGAAAAAGC

	REC 104
	All
	f
	CCTTTAGCTAATAGAGTAAGCCACA

	
	
	r
	TTTAACACTACTGGTTTATGAAAGAAA
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