Table S1.  Restriction Length Fragment Polymorphism Analysis of IVS25+1G>A mutation.  Digestion of the 292 bp fragment of WT ACE genomic DNA.

	Enzyme
	Digestion site
	1st fragment
	2nd fragment

	BetI
	WCCGGW
	66nt
	226nt

	HpaII
	CCGG
	67nt
	225nt

	KpnI
	GGTACC
	73nt
	219nt

	HgiCI
	GGYRCC
	69nt
	223nt

	Acc65I
	GGTACC
	69nt
	223nt


