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Figure S2. The sensitivity curve of predicting singlish-interface and multiple-interface hub proteins as a function of the number of interaction sites.  The curve shows the prediction accuracy for proteins with number of interactions sites more than the given minimum threshold.  For example, the value of 5 on the x-axis refers to all hub proteins with 5 or more interfaces and the value on the curve (97%) at x=5, represents the sensitivity of this set.
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