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The percentage improvement over PISCES shown by the Leaf and GLP algorithms. Graph (a) is for the datasets of 100 proteins, (b) for the datasets of 250 proteins, (c) for the datasets of 500 proteins, (d) for the datasets of 1000 proteins, (e) for the datasets of 2000 proteins and (f) for the datasets of 5000 proteins.

Leaf	1	GLP	1	Leaf	10	20	30	40	50	60	70	80	90	2.5479313824419787	0.69227333631085863	0.12528711630821102	0	0	0	0	0	0	GLP	10	20	30	40	50	60	70	80	90	1.614530776992938	-0.62527914247432215	-0.25057423261640727	-2.0362451639173308E-2	-2.0136931131691526E-2	0	0	0	0	Percentage Sequence Identity
Percentage Improvement

Leaf	10	20	30	40	50	60	70	80	90	5.0882420352968358	1.8739020105406858	0.31937850668968953	0.2985074626865668	1.6202203499672749E-2	8.0534750744987744E-3	8.0340644332008646E-3	8.0250381189351707E-3	8.0134626171896196E-3	GLP	10	20	30	40	50	60	70	80	90	2.8764611505844804	0.67343353503806169	-6.9054812257227732E-2	8.2918739635164468E-2	-2.4303305249514885E-2	0	0	0	0	Percentage Sequence Identity
Percentage Improvement

Leaf	10	20	30	40	50	60	70	80	90	5.9760956175298894	3.3453450223202243	0.64221428248382684	0.46153194732608016	9.0064273140377071E-2	8.1073411974584425E-3	0	0	0	GLP	10	20	30	40	50	60	70	80	90	-14.509703122991885	-4.5500994998117665	0.11758853059562695	0.29639666342042514	-1.6375322389167921E-2	-2.0268352993640347E-2	-8.0651665456818507E-3	-8.0456995735820568E-3	0	Percentage Sequence Identity
Percentage Improvement

Leaf	10	20	30	40	50	60	70	80	90	6.6231376934453845	4.7244094488188875	1.0759855265663789	0.49704606396198714	0.20242070116862021	4.5056115343660871E-2	1.6236072494060463E-2	1.4135417297710709E-2	1.2062483665387182E-2	GLP	10	20	30	40	50	60	70	80	90	-20.442985462284931	-17.083320858656929	0.22852789944773291	0.25288308517364516	1.8781302170290452E-2	-3.8912099614974556E-2	-4.059018123523773E-3	-6.0580359847282423E-3	-2.0104139442407181E-3	Percentage Sequence Identity
Percentage Improvement

Leaf	10	20	30	40	50	60	70	80	90	7.3116371215716924	7.0732886647786266	1.9926199261992621	0.80017325688754215	0.32401695188026269	0.10207589029965568	5.1338391876212919E-2	1.6156720185810561E-2	1.6156393892879893E-2	GLP	10	20	30	40	50	60	70	80	90	-24.431970613120928	-23.939697451129334	0.29390820223991526	0.25418609157538596	7.7249074620463209E-2	-7.7077713083421984E-2	-9.2409105377099232E-3	-8.0783600928937931E-3	-8.0781969464457024E-3	Percentage Sequence Identity
Percentage Improvement

Leaf	10	20	30	40	50	60	70	80	90	8.6107389467175039	10.333534732620556	3.9483273813861985	1.3719397787484338	0.739727276873274	0.24617754203189726	0.12572269525910987	5.8707936171429435E-2	5.8705542781666481E-2	GLP	10	20	30	40	50	60	70	80	90	-31.646913325775532	-32.04612919326447	-11.503048854553853	0.37275533740611372	0.29142153509373508	-5.6244429638226394E-2	-4.2888678650267312E-2	-2.2015476064283737E-2	-2.1606901162704056E-2	Percentage Sequence Identity
Percentage Improvement

