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Genes Up-regulated in SRC-2 KO hearts

Symbol Name EntrezID

Epb4.1I3 erythrocyte protein band 4.1-like 3 13823
Acyl aminoacylase 1 109652
Hist2h2be histone cluster 2, H2be 319190
Slc25a29 solute carrier family 25 (mitochondrial carrier, palmitoylcarnitine transporter), member 29 214663
Sord sorbitol dehydrogenase 20322
B130020M22RRIKEN cDNA B130020M22 gene 320217
Tbck TBC1 domain containing kinase 271981
Slc25a20 solute carrier family 25 (mitochondrial carnitine/acylcarnitine translocase), member 20 57279
Itga9 integrin alpha 9 104099
Ak4 adenylate kinase 4 11639
Mut methylmalonyl-Coenzyme A mutase 17850
Lepr leptin receptor 16847
Pfkfb3 6-phosphofructo-2-kinase/fructose-2,6-biphosphatase 3 170768
Tmem38b transmembrane protein 38B 52076
Akapl7b A kinase (PRKA) anchor protein 17B 338351
Ccdc159 coiled-coil domain containing 159 67119
Gstm1 glutathione S-transferase, mu 1 14862
Trnpl TMF1-regulated nuclear protein 1 69539
Gstm2 glutathione S-transferase, mu 2 14863
Bckdhb branched chain ketoacid dehydrogenase E1, beta polypeptide 12040
Dbp D site albumin promoter binding protein 13170
Ccbl2 cysteine conjugate-beta lyase 2 229905
Adhfel alcohol dehydrogenase, iron containing, 1 76187
BC004004 cDNA sequence BC004004 80748
Gcedh glutaryl-Coenzyme A dehydrogenase 270076
Amd1 S-adenosylmethionine decarboxylase 1 11702

Genes Down-regulated in SRC-2 KO hearts

Symbol Name EntrezID

Tnni2 troponin I, skeletal, fast 2 21953
Acpl2 acid phosphatase-like 2 235534
Ucp3 uncoupling protein 3 (mitochondrial, proton carrier) 22229
Opcml opioid binding protein/cell adhesion molecule-like 330908
Cenpa centromere protein A 12615
Adam19 a disintegrin and metallopeptidase domain 19 (meltrin beta) 11492
Iyd iodotyrosine deiodinase 70337
Tbx5 T-box 5 21388
Ptgfr prostaglandin F receptor 19220
Scrnl secernin 1 69938
Rgs7 regulator of G protein signaling 7 24012
Gprc5b G protein-coupled receptor, family C, group 5, member B 64297
Pam peptidylglycine alpha-amidating monooxygenase 18484
Adcyl adenylate cyclase 1 432530
Cilp2 cartilage intermediate layer protein 2 68709
B230343J05RiRIKEN cDNA B230343]05 gene 320320
Gpx3 glutathione peroxidase 3 14778
Stard10 START domain containing 10 56018
Gng2 guanine nucleotide binding protein (G protein), gamma 2 14702
Gnaol guanine nucleotide binding protein, alpha O 14681
Frasi Fraser syndrome 1 homolog (human) 231470
Mapk10 mitogen-activated protein kinase 10 26414
Sphkap SPHK1 interactor, AKAP domain containing 77629
Zfp579 zinc finger protein 579 68490
C530008M17RRIKEN cDNA C530008M17 gene 320827
Camk1d calcium/calmodulin-dependent protein kinase ID 227541
Slc7a7 solute carrier family 7 (cationic amino acid transporter, y+ system), member 7 20540
Cdknlc cyclin-dependent kinase inhibitor 1C (P57) 12577
Podn podocan 242608
Parm1 prostate androgen-regulated mucin-like protein 1 231440
Arpc5 actin related protein 2/3 complex, subunit 5 67771
Tspanl8 tetraspanin 18 241556
Olfm1 olfactomedin 1 56177
Gltp glycolipid transfer protein 56356
Nrtn neurturin 18188
Asns asparagine synthetase 27053
Nr2f2 nuclear receptor subfamily 2, group F, member 2 11819
BC022687 cDNA sequence BC022687 217887
Fzd5 frizzled homolog 5 (Drosophila) 14367
Gucyla3 guanylate cyclase 1, soluble, alpha 3 60596
Nr2f1 nuclear receptor subfamily 2, group F, member 1 13865
Faml14a1l family with sequence similarity 114, member Al 68303
Pitx2 paired-like homeodomain transcription factor 2 18741
Ifi203 interferon activated gene 203 15950
Dct dopachrome tautomerase 13190
2010315B0O3R|RIKEN cDNA 2010315B03 gene 630836
Creb3l12 cAMP responsive element binding protein 3-like 2 208647
Angptl4 angiopoietin-like 4 57875
Ddit4l DNA-damage-inducible transcript 4-like 73284
Ncoa2 nuclear receptor coactivator 2 17978
Noval neuro-oncological ventral antigen 1 664883
Osr1l odd-skipped related 1 (Drosophila) 23967
A930025HO8RIRIKEN cDNA A930025H08 gene 77807
Lpar4 lysophosphatidic acid receptor 4 78134
Evi2a ecotropic viral integration site 2a 14017
Adamts15 a disintegrin-like and metallopeptidase (reprolysin type) with thrombospondin type 1 motif, 15 235130
NfxI1 nuclear transcription factor, X-box binding-like 1 100978









