Table S2. Genotype frequency distributions of miRNA SNPs studied in included studies

	Reference
	Cancer
	miRNA
	SNP
	rs number
	Cases/controls
	Genotypes (case/control)
	Variant allele frequency (case/control)

	
	
	
	
	
	
	Homozygote wild
	Heterozygote
	Homozygote variant
	

	Xu et al., 1[]

	HCC
	mir-146a
	G>C
	rs2910164
	479/504
	158/197
	241/249
	80/58
	0.42/0.36

	Hu et al., 2[]

	BC
	mir-146a
	G>C
	rs2910164
	1009/1093
	329/362
	515/551
	165/180
	0.42/0.42

	
	
	mir-149
	C>T
	rs2292832
	1009/1093
	450/482
	460/503
	99/108
	0.33/0.33

	
	
	mir-196a2
	C>T
	rs11614913
	1009/1093
	239/218
	483/517
	287/358
	0.48/0.44

	
	
	mir-499
	T>C
	rs3746444
	1009/1093
	707/816
	258/248
	44/29
	0.17/0.14

	Jazdzewski et al., 3[]

	PTC
	mir-146a
	G>C
	rs2910164
	608/901
	305/526
	287/320
	16/55
	0.26/0.24

	Tian et al., 
 ADDIN EN.CITE 
[4]

	LC
	mir-146a
	G>C
	rs2910164
	1058/1035
	360/364
	510/502
	188/169
	0.42/0.41

	
	
	mir-149
	C>T
	rs2292832
	1058/1035
	463/470
	472/453
	123/112
	0.34/0.33

	
	
	mir-196a2
	C>T
	rs11614913
	1058/1035
	253/209
	512/519
	293/307
	0.48/0.45

	
	
	mir-499
	T>C
	rs3746444
	1058/1035
	781/755
	253/254
	24/26
	0.14/0.15

	Ye et al., 5[]

	EC
	mir-146a
	G>C
	rs2910164
	328/311
	194/178
	118/119
	16/14
	0.23/0.24

	
	
	mir-196a2
	C>T
	rs11614913
	307/338
	86/109
	138/170
	83/59
	0.50/0.43

	
	
	mir-423
	A>C
	rs6505162
	329/339
	159/111
	129/155
	41/73
	0.32/0.44

	
	
	mir-492
	C>G
	rs2289030
	341/341
	296/303
	44/38
	1/0
	0.07/0.06

	
	
	mir-604
	C>T
	rs2368392
	344/314
	179/151
	141/141
	24/22
	0.27/0.29

	
	
	mir-608
	C>G
	rs4919510
	344/343
	222/217
	107/116
	15/10
	0.20/0.20

	
	
	mir-631
	CT>-
	rs5745925
	342/332
	275/288
	61/42
	6/2
	0.11/0.07

	
	
	mir-26a1
	C>T
	rs7372209
	343/340
	162/176
	147/138
	34/26
	0.31/0.28

	
	
	mir-30a
	A>G
	rs1358379
	339/343
	308/312
	31/30
	0/1
	0.05/0.05

	
	
	mir-30c1
	C>T
	rs16827546
	342/341
	314/322
	28/19
	0/0
	0.04/0.03

	
	
	mir-100
	C>T
	rs1834306
	342/343
	103/113
	180/166
	59/64
	0.44/0.43

	
	
	mir-124a-1
	C>G
	rs531564
	342/344
	254/267
	75/76
	13/1
	0.15/0.11

	
	
	mir-219-1
	G>A
	rs107822
	302/316
	180/180
	114/119
	8/17
	0.22/0.24

	
	
	
	T>C
	rs213210
	338/344
	284/306
	52/38
	2/0
	0.08/0.06

	
	
	mir-373
	C>T
	rs12983273
	344/342
	246/244
	91/93
	7/5
	0.15/0.15

	
	
	
	C>A
	rs10425222
	330/337
	312/320
	18/17
	0/0
	0.03/0.03

	Catucci et al., 
 ADDIN EN.CITE 
[6]

	BC
	mir-146a
	G>C
	rs2910164
	1559/2147
	860/1186
	590/838
	109/123
	0.26/0.25

	
	
	mir-196a2
	C>T
	rs11614913
	1852/2739
	766/1116
	842/1246
	244/377
	0.36/0.37

	
	
	mir-499
	T>C
	rs3746444
	1579/2167
	950/1305
	545/742
	84/120
	0.23/0.23

	Hoffman et al., 
 ADDIN EN.CITE 
[7]

	BC
	mir-196a2
	C>T
	rs11614913
	426/466
	181/166
	209/229
	36/71
	0.33/0.40

	Peng et al., 8[]

	GC
	mir-196a2
	C>T
	rs11614913
	213/213
	76/56
	94/107
	43/50
	0.42/0.49

	Zhou et al., 9[]

	CC
	mir-128
	A>G
	rs11134527
	685/713
	268/247
	316/339
	101/127
	0.38/0.42

	Yang et al., 
 ADDIN EN.CITE 
[10]

	BC
	mir-373
	C>T
	rs12983273
	768/737
	566/540
	184/175
	18/22
	0.14/0.15

	
	
	mir-335
	A>G
	rs3807348
	780/736
	257/234
	373/368
	150/134
	0.43/0.43

	
	
	let-7a3
	G>C
	rs731085
	781/729
	306/308
	365/324
	110/97
	0.37/0.36

	
	
	mir-27a
	A>G
	rs895819
	1189/1416
	576/605
	486/660
	127/151
	0.31/0.34

	Xu et al., 11[]

	PC
	mir-146a
	G>C
	rs2910164
	251/280
	68/54
	135/150
	48/76
	0.46/0.54

	Qi et al., 
 ADDIN EN.CITE 
[12]

	HCC
	mir-196a2
	C>T
	rs11614913
	361/391
	82/92
	179/197
	100/102
	0.48/0.49

	Dou et al., 
 ADDIN EN.CITE 
[13]

	Glioma
	mir-196a2
	C>T
	rs11614913
	643/656
	111/143
	343/305
	189/208
	0.44/0.45

	Xu et al., 14[]

	HCC
	mir-34b/c
	T>C
	rs4938723
	502/549
	204/266
	236/229
	62/54
	0.36/0.31

	Kim et al., 15[]

	LC
	mir-196a2
	C>T
	rs11614913
	654/640
	187/155
	305/300
	162/185
	0.52/0.48

	Christensen et al., 16[]

	HNSCC
	mir-196a2
	C>T
	rs11614913
	484/555
	182/188
	224/279
	78/88
	0.39/0.41

	Srivastava et al., 17[]

	GBC
	mir-196a2
	C>T
	rs11614913
	230/230
	119/136
	95/75
	16/19
	0.28/0.25

	
	
	mir-146a
	G>C
	rs2910164
	230/224
	129/138
	90/81
	11/5
	0.24/0.20

	
	
	mir-499
	T>C
	rs3746444
	230/230
	112/121
	97/94
	21/15
	0.30/0.27

	Liu et al., 18[]

	HNSCC
	mir-196a2
	C>T
	rs11614913
	1109/1130
	350/383
	565/545
	194/202
	0.43/0.42

	
	
	mir-146a
	G>C
	rs2910164
	1109/1130
	630/655
	411/405
	68/70
	0.25/0.24

	
	
	mir-499
	T>C
	rs3746444
	1109/1130
	745/710
	309/366
	55/54
	0.19/0.21

	
	
	mir-149
	G>T
	rs2292832
	1109/1130
	580/586
	441/445
	88/99
	0.28/0.28

	Zeng et al., 19[]

	GC
	mir-146a
	G>C
	rs2910164
	304/304
	62/53
	153/132
	89/119
	0.39/0.46

	Sun et al., 20[]

	GC
	mir-27a
	A>G
	rs895819
	304/304
	115/145
	135/119
	54/40
	0.40/0.33

	Guo et al., 21[]

	ESCC
	mir-146a
	G>C
	rs2910164
	444/468
	234/206
	190/220
	20/42
	0.26/0.32

	Yang et al., 
 ADDIN EN.CITE 
[22]

	BC
	mir-126
	G>A
	rs4636297
	2420/2741
	957/1093
	1136/1287
	327/361
	0.37/0.37

	
	
	mir-335
	T>A
	rs41272366
	2386/2710
	2283/2580
	102/130
	1/0
	0.02/0.02

	Li et al., 23[]

	HCC
	mir-196a2
	C>T
	rs11614913
	310/222
	78/42
	150/102
	82/78
	0.48/0.42

	Okubo et al., 
 ADDIN EN.CITE 
[24]

	GC
	mir-196a2
	C>T
	rs11614913
	552/697
	105/124
	281/350
	166/223
	0.56/0.57

	
	
	mir-146a
	G>C
	rs2910164
	552/697
	73/121
	243/322
	236/254
	0.65/0.60

	
	
	mir-499
	T>C
	rs3746444
	552/697
	364/466
	151/198
	37/33
	0.20/0.19

	Chen et al., 25[]

	CRC
	mir-196a2
	C>T
	rs11614913
	126/407
	27/94
	64/206
	35/107
	0.53/0.52

	Yue et al., 26[]

	CC
	mir-146a
	G>C
	rs2910164
	447/443
	118/87
	224/206
	105/150
	0.49/0.53

	Mittal et al., 27[]

	UBC
	mir-196a2
	C>T
	rs11614913
	212/250
	76/109
	131/127
	5/14
	0.33/0.31

	
	
	mir-146a
	G>C
	rs2910164
	212/250
	127/135
	79/108
	6/7
	0.21/0.24

	
	
	mir-499
	T>C
	rs3746444
	212/250
	95/121
	92/94
	25/35
	0.33/0.33

	Zhou et al., 28[]

	CC
	mir-196a2
	C>T
	rs11614913
	226/309
	46/58
	123/169
	57/82
	0.48/0.46

	
	
	mir-146a
	G>C
	rs2910164
	226/309
	43/34
	113/159
	70/116
	0.56/0.63

	
	
	mir-499
	T>C
	rs3746444
	226/309
	134/223
	84/71
	8/15
	0.22/0.16

	Akkiz et al., 
 ADDIN EN.CITE 
[29]

	HCC
	mir-196a2
	C>T
	rs11614913
	185/185
	77/58
	86/87
	22/40
	0.65/0.55

	Zhan et al., 30[]

	CRC
	mir-196a2
	C>T
	rs11614913
	252/543
	68/113
	128/267
	56/163
	0.52/0.45

	Hong et al., 31[]

	NSCLC
	mir-196a2
	C>T
	rs11614913
	406/428
	86/96
	224/198
	96/134
	0.49/0.46

	Permuth-Wey et al., 32[]

	Glioma
	mir-146a
	G>C
	rs2910164
	593/614
	345/375
	198/214
	50/25
	0.25/0.21

	Akkiz et al., 
 ADDIN EN.CITE 
[33]

	HCC
	mir-146a
	G>C
	rs2910164
	222/222
	137/144
	75/67
	10/11
	0.21/0.20

	Zhu et al., 34[]

	CRC
	mir-196a2
	C>T
	rs11614913
	573/588
	140/121
	303/295
	130/172
	0.51/0.46

	Zhou et al., 35[]

	HCC
	mir-146a
	G>C
	rs2910164
	186/483
	33/71
	86/254
	67/158
	0.59/0.59

	
	
	mir-499
	T>C
	rs3746444
	186/483
	141/371
	41/100
	4/12
	0.13/0.13

	Schuetz et al., 36[]

	NHL 

(B-cell)
	mir-15a
	A>G
	rs9535416
	434/454
	122/110
	212/239
	100/105
	0.47/0.49

	
	
	mir-1792
	A>G
	rs17642969
	522/547
	420/445
	95/96
	7/6
	0.10/0.10

	
	
	mir-155
	G>A
	rs928883
	522/546
	399/430
	108/114
	15/2
	0.13/0.11

	
	NHL 

(T-cell)
	mir-15a
	A>G
	rs2476391
	45/547
	38/476
	7/66
	0/5
	0.08/0.07

	
	
	mir-1792
	A>G
	rs17642969
	45/547
	41/445
	4/96
	0/6
	0.04/0.10

	
	
	mir-155
	A>G
	rs2829803
	38/468
	18/256
	15/188
	5/24
	0.33/0.25

	Xiang et al., 37[]

	HCC
	mir-146a
	G>C
	rs2910164
	100/100
	27/21
	45/46
	28/33
	0.51/0.56

	
	
	mir-499
	T>C
	rs3746444
	100/100
	36/54
	40/36
	24/10
	0.44/0.28

	Jedlinski et al., 38[]

	BC
	mir-196a2
	C>T
	rs11614913
	187/171
	68/58
	86/82
	33/31
	0.41/0.42

	Yang et al., 39[]

	UBC
	mir-146a
	G>C
	rs2910164
	691/674
	414/385
	242/258
	35/31
	0.23/0.24

	
	
	mir-196a2
	C>T
	rs11614913
	736/731
	255/257
	348/342
	133/132
	0.42/0.41

	
	
	mir-423
	A>C
	rs6505162
	733/733
	219/231
	344/357
	170/145
	0.47/0.44

	
	
	mir-492
	C>G
	rs2289030
	739/734
	638/655
	98/79
	3/0
	0.07/0.05

	
	
	mir-604
	C>T
	rs2368392
	703/678
	358/348
	306/289
	39/41
	0.27/0.27

	
	
	mir-608
	C>G
	rs4919510
	738/737
	457/468
	254/241
	27/28
	0.21/0.20

	
	
	mir-631
	CT>-
	rs5745925
	720/721
	607/609
	110/107
	3/5
	0.08/0.08

	
	
	Let7f-2
	G>A
	rs17276588
	716/704
	687/688
	11/6
	18/10
	0.03/0.02

	
	
	mir-26a1
	C>T
	rs7372209
	728/728
	362/378
	324/288
	42/62
	0.28/0.28

	
	
	mir-30a
	A>G
	rs1358379
	738/737
	669/657
	66/77
	3/3
	0.05/0.06

	
	
	mir-30c1
	C>T
	rs16827546
	740/736
	694/691
	45/45
	1/0
	0.03/0.03

	
	
	mir-100
	C>T
	rs1834306
	742/740
	247/243
	364/365
	131/132
	0.42/0.43

	
	
	mir-124a-1
	C>G
	rs531564
	739/740
	562/552
	162/181
	15/7
	0.13/0.13

	
	
	mir-219-1
	G>A
	rs107822
	705/692
	408/389
	259/268
	38/35
	0.24/0.24

	
	
	
	T>C
	rs213210
	737/737
	641/644
	96/92
	0/1
	0.07/0.06

	
	
	mir-373
	C>T
	rs12983273
	731/732
	531/521
	189/197
	11/14
	0.14/0.15

	
	
	
	C>A
	rs10425222
	733/728
	676/677
	56/49
	1/2
	0.04/0.04

	George et al., 40[]

	PC
	mir-196a2
	C>T
	rs11614913
	159/230
	55/106
	101/114
	3/10
	0.34/0.29

	
	
	mir-146a
	G>C
	rs2910164
	159/230
	76/116
	79/107
	4/7
	0.27/0.26

	
	
	mir-499
	T>C
	rs3746444
	159/230
	48/104
	98/92
	13/34
	0.39/0.35

	Wang et al., 41[]

	ESCC
	mir-196a2
	C>T
	rs11614913
	458/489
	148/128
	262/250
	48/111
	0.39/0.48

	Zhang et al., 42[]

	HCC
	mir-128
	A>G
	rs11134527
	302/513
	88/165
	170/269
	44/79
	0.43/0.42

	Zhang et al., 43[]

	BC
	mir-605
	A>G
	rs2043556
	248/238
	131/125
	90/102
	27/11
	0.29/0.26

	
	
	mir-149
	C>T
	rs2292832
	245/229
	120/92
	102/113
	23/24
	0.30/0.35

	
	
	mir-27a
	T>C
	rs895819
	244/243
	60/75
	144/109
	41/59
	0.46/0.47

	
	
	mir-196a2
	C>T
	rs11614913
	248/243
	11/17
	89/93
	148/133
	0.22/0.26

	
	
	mir-618
	C>A
	rs2682818
	244/232
	132/130
	99/91
	13/11
	0.26/0.24

	Pastrello et al., 44[]

	BC/OC
	mir-146a
	G>C
	rs2910164
	101/155
	60/90
	36/59
	5/6
	0.23/0.23

	Vinci et al., 45[]

	LC
	mir-196a2
	C>T
	rs11614913
	101/129
	35/58
	54/61
	12/10
	0.39/0.31

	
	
	mir-146a
	G>C
	rs2910164
	101/129
	44/73
	48/45
	9/11
	0.33/0.26

	
	
	mir-499
	T>C
	rs3746444
	101/129
	53/70
	41/48
	7/11
	0.27/0.27

	
	
	mir-149
	C>T
	rs2292832
	101/129
	44/65
	41/53
	16/11
	0.36/0.29

	Zhou et al., 46[]

	GC
	miR-146a 
	G>C
	rs2910164
	1686/1895
	286/393
	822/951
	578/551
	0.59/0.54

	Kim et al., 47[]

	HCC
	mir-196a2
	C>T
	rs11614913
	159/201
	34/45
	84/107
	41/49
	0.52/0.51

	
	
	mir-146a
	G>C
	rs2910164
	159/201
	14/24
	88/103
	57/74
	0.71/0.62

	
	
	mir-499
	T>C
	rs3746444
	159/201
	109/120
	47/74
	3/7
	0.17/0.22

	
	
	miR-149
	C>T
	rs2292832
	159/201
	14/21
	64/97
	81/83
	0.29/0.35

	Smith et al., 48[]

	BC
	miR-423
	A>C
	rs6505162
	179/174
	60/52
	95/80
	24/42
	0.40/0.47

	Hishida et al., 
 ADDIN EN.CITE 
[49]

	GC
	mir-146a
	G>C
	rs2910164
	583/540
	82/71
	271/254
	230/215
	0.63/0.63

	Horikawa et al., 50[]

	RCC
	mir-146a
	G>C
	rs2910164
	261/235
	144/126
	103/94
	14/15
	0.25/0.26

	
	
	mir-196a2
	C>T
	rs11614913
	276/277
	105/101
	126/117
	45/59
	0.39/0.42

	
	
	mir-423
	A>C
	rs6505162
	277/278
	83/88
	138/138
	56/52
	0.45/0.44

	
	
	mir-492
	C>G
	rs2289030
	277/277
	248/255
	28/20
	1/2
	0.05/0.04

	
	
	mir-604
	C>T
	rs2368392
	276/278
	148/154
	113/112
	15/12
	0.26/0.24

	
	
	mir-608
	C>G
	rs4919510
	275/277
	171/178
	91/92
	13/7
	0.21/0.19

	
	
	mir-631
	CT>-
	rs5745925
	279/278
	225/235
	54/40
	0/3
	0.10/0.08

	
	
	mir-26a1
	C>T
	rs7372209
	276/278
	139/145
	113/114
	24/19
	0.29/0.27

	
	
	mir-30a
	A>G
	rs1358379
	276/278
	252/247
	24/28
	0/3
	0.04/0.06

	
	
	mir-30c1
	C>T
	rs16827546
	277/278
	261/263
	16/14
	0/1
	0.03/0.03

	
	
	mir-100
	C>T
	rs1834306
	276/277
	91/97
	128/133
	57/47
	0.44/0.41

	
	
	mir-124a-1
	C>G
	rs531564
	276/278
	211/204
	60/69
	5/5
	0.13/0.14

	
	
	mir-219-1
	G>A
	rs107822
	269/274
	150/156
	110/107
	9/11
	0.24/0.24

	
	
	
	T>C
	rs213210
	277/278
	241/245
	35/33
	1/0
	0.07/0.06

	
	
	mir-373
	C>T
	rs12983273
	276/278
	191/207
	81/67
	4/4
	0.16/0.13

	
	
	
	C>A
	rs10425222
	276/277
	253/262
	21/15
	2/0
	0.05/0.03

	
	
	let7f-2
	G>A
	rs17276588
	276/277
	268/271
	4/5
	4/1
	0.02/0.01

	Lung et al., 51[]

	NPC
	mir-146a
	G>C
	rs2910164
	229/3776
	24/497
	88/1807
	117/1472
	0.70/0.63

	Chu et al., 52[]

	OSCC
	mir-146a
	G>C
	rs2910164
	470/425
	54/54
	242/196
	174/175
	0.63/0.64

	
	
	miR-149
	C>T
	rs2292832
	470/425
	37/26
	88/84
	345/315
	0.83/0.84

	
	
	mir-196a2
	C>T
	rs11614913
	470/425
	57/87
	277/206
	136/132
	0.58/0.55

	
	
	mir-499
	T>C
	rs3746444
	470/425
	339/356
	119/66
	12/3
	0.15/0.08

	Bae et al., 53[]
*
	HCC
	mir-101-1
	G>C
	rs7536540
	-
	-
	-
	-
	0.44/0.45

	
	
	mir101-2
	T>C
	rs17803780
	-
	-
	-
	-
	0.48/0.50

	
	
	
	T>C
	rs12375841
	-
	-
	-
	-
	0.30/0.27

	
	
	mir-338
	T>C
	rs62073058
	-
	-
	-
	-
	0.06/0.05


HCC: hepatocellular cancer; BC: breast cancer; GBC: gallbladder cancer; GC: gastric cancer; NSCLC: non-small cell lung carcinoma; CC: cervical cancer; LC: lung cancer; EC: esophageal cancer; PC: prostate cancer; HNSCC: head and neck squamous cell carcinoma; NHL: Non-Hodgkin lymphoma; OC: ovarian cancer; PTC: papillary thyroid carcinoma; NSCLC: non-small cell lung cancer; UBC: urinary bladder cancer; CRC: colorectal cancer; ESCC: esophageal squamous cell carcinoma; RCC: renal cell carcinoma: NPC: Nasopharyngeal Carcinoma; OSCC: oral squamous cell carcinoma.
*Genotype information not available even after contacting the authors.
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