Supplementary Table S3
The graphs represented below show the nucleotide bias at each position of novel mature miRNA candidates.
(a) Leaf Control Library (LC)
	Position on miRNA candidate
	A
	U
	C
	G

	1
	2041
	10528
	4557
	5060

	2
	6288
	8093
	2565
	5240

	3
	7201
	8205
	3719
	3061

	4
	5232
	3044
	3496
	10414

	5
	4687
	4151
	4231
	9117

	6
	7414
	2509
	2543
	9720

	7
	7767
	9726
	1121
	3572

	8
	7999
	6283
	1527
	6377

	9
	7832
	3855
	4452
	6047

	10
	8241
	4215
	2854
	6876

	11
	2283
	5729
	5414
	8760

	12
	4779
	5508
	3358
	8541

	13
	2766
	3237
	5263
	10920

	14
	3806
	4333
	4753
	9294

	15
	5046
	2929
	5708
	8503

	16
	8888
	5901
	3811
	3586

	17
	7260
	7941
	2982
	4003

	18
	2721
	4101
	4802
	10562

	19
	10280
	1922
	5401
	4583

	20
	4428
	6396
	5444
	5918

	21
	6125
	2531
	2777
	9718

	22
	5944
	1057
	919
	194

	23
	1670
	336
	116
	112
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(b) Leaf Stress Library (LS)
	Position on miRNA candidate
	A
	U
	C
	G

	1
	5827
	12834
	4904
	6764

	2
	5885
	9489
	3144
	11811

	3
	13150
	7873
	2738
	6568

	4
	8412
	6508
	5281
	10128

	5
	7034
	10480
	2734
	10081

	6
	5895
	3304
	6887
	14243

	7
	7022
	12909
	426
	9972

	8
	9781
	9972
	2939
	7637

	9
	7728
	3807
	7143
	11651

	10
	11518
	10011
	1257
	7543

	11
	2055
	12084
	3531
	12659

	12
	5277
	7303
	6300
	11449

	13
	7214
	5164
	3175
	14776

	14
	4208
	6759
	7099
	12263

	15
	7756
	3866
	4303
	14404

	16
	7973
	10563
	3569
	8224

	17
	10322
	6020
	4540
	9447

	18
	7457
	3475
	4350
	15047

	19
	10621
	5893
	8083
	5732

	20
	6923
	8094
	4410
	10902

	21
	6461
	5103
	2737
	14443

	22
	7031
	1127
	1456
	282

	23
	2511
	187
	47
	135
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(c) Root Control Library (RC)
	Position on miRNA candidate
	A
	U
	C
	G

	1
	1881
	21571
	6265
	4297

	2
	7583
	6148
	3496
	16787

	3
	15100
	10979
	4882
	3053

	4
	4732
	12511
	5315
	11456

	5
	2858
	15779
	4650
	10727

	6
	5941
	3245
	15469
	9359

	7
	9142
	19932
	1235
	3705

	8
	9213
	15528
	2274
	6999

	9
	9497
	4593
	3653
	16271

	10
	7455
	13394
	4104
	9061

	11
	2742
	17057
	6984
	7231

	12
	2189
	7766
	3168
	20891

	13
	12870
	5488
	4706
	10950

	14
	3366
	4051
	15612
	10985

	15
	3375
	4104
	6213
	20322

	16
	10571
	16182
	2173
	5088

	17
	7751
	10630
	2711
	12922

	18
	11764
	3813
	4110
	14327

	19
	9763
	11018
	9218
	4015

	20
	3150
	9697
	6855
	14312

	21
	8673
	11041
	2968
	10775

	22
	3212
	1192
	453
	148

	23
	1279
	136
	83
	222
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(c) Root Stress Library (RS)
	Position on miRNA candidate
	A
	U
	C
	G

	1
	3226
	13014
	14266
	8280

	2
	14034
	7464
	3465
	13823

	3
	13297
	14427
	6620
	4442

	4
	10416
	6339
	5535
	16496

	5
	3270
	11283
	6277
	17956

	6
	6736
	4088
	5388
	22574

	7
	8932
	23993
	1736
	4125

	8
	15585
	10960
	2899
	9342

	9
	17950
	3649
	6926
	10261

	10
	6088
	9757
	6723
	16218

	11
	3403
	19450
	9767
	6166

	12
	3197
	8541
	2053
	24995

	13
	6748
	5127
	5922
	20989

	14
	3235
	4929
	8980
	21642

	15
	4289
	2300
	11251
	20946

	16
	19514
	7863
	4244
	7165

	17
	17001
	9897
	6191
	5697

	18
	5037
	7093
	2711
	23945

	19
	20568
	4113
	9980
	4125

	20
	4122
	16070
	7354
	11240

	21
	8247
	5385
	2960
	21697

	22
	18350
	3387
	1507
	240

	23
	3996
	210
	81
	697
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