Figure S5. Compositional distance tree (Euclidean distances) based on the amino acid compo-
sition of a 21-amino acid data set that is restricted to co-SER (S/Z) residues. Bootstrap percen-
tages >50% are displayed and indicate the strength of the compositional signal at particular nodes.
The sum of all branch lengths reflects the total amount of compositional heterogeneity in the data set.
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