Table S2. Secondary structure analysis of the wild type FClip1 and the deleted mutants by CD spectra and structural modeling.
	
	
	α-helix
	[bookmark: OLE_LINK1]β-sheet
	Turns + unstructured

	CD spectroscopy
	WT
	32%
	20%
	48%

	
	∆NC-loop
	24%
	26%
	50%

	
	∆6
	37%
	15%
	48%

	
	N∆7
	35%
	17%
	48%

	
	N∆8
	21%
	28%
	51%

	
	C∆7
	40%
	12%
	48%

	
	C∆13
	38%
	14%
	48%

	Structural modeling
	WT
	40%
	17%
	43%

	
	C∆13
	42%
	18%
	40%


[bookmark: _GoBack]Secondary structure composition from CD spectra was calculated by using the software CDPro (CONTINLL, reference protein set: SMP56).
