	factor
	temporal expression

between gastrulation

and E8.5
	spatial expression
	reference

	Bmp2
	E7.5 –E8.5
	cardiac crescent; sinus venosus; unclear whether expression is in FHF, SHF or endoderm; is able to signal to precardiac mesoderm


	[1,2,3]

	canonical

Wnts (early)

canonical

Wnts

(late)


	E6.0 – E6.5

E7.5
	Wnt3 in the primitive streak

SHF
	[4,5]
[6,7,8,9,10]

	Dkk1
	E7.5, E8.5
	crescent shape in anterior endoderm, foregut endoderm
	[11,12]

	Fgf8
	E7.75 – E8.5
	SHF and signals to the AHF
	[13,14]

	Foxc1/2
	ab E7.75
	SHF
	[13,15]

	GATAs
	from E7.0/E7.5 – E8.5
	precardiac mesoderm, endoderm next to it, heart tube and also SHF
	[16,17,18,19]

	Islet-1
	E7.5 – E8.5
	SHF
	[20,21]

	Mesp1
	gastrulation, downregulated at E7.5/E8.0
	heart precursor cells of FHF and SHF
	[12,13,22,23,24]

	Nkx2.5
	from E7.5 on
	FHF and SHF
	[25,26,27]

	SHH


	E8.5
	endoderm; starts signaling to lateral plate mesoderm at E8.5


	[28,29,30,31,32]

	Tbx1


	from E7.5


	SHF


	[33,34]

	Tbx5
	from E7.5
	FHF; later on in anteroposterior gradient
	[8,35,36,37,38,39,40]


Supplementary table 3: Spatial and temporal expression pattern of cardiac factors involved in the computational cardiac network model.
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