Table S2: Mean prediction accuracies obtained by different biological processes classification models by using SVM and decision tree algorithms. The models were built using WEKA [1].
	Classification model
	SVM
	decision tree

	Neuron- entorhinal cortex
	0.92
	0.8

	Whole cortex
	0.86
	0.74

	Astrocyte - cortex
	0.54
	0.5

	Neuron-hippocampus
	0.93
	0.78

	Whole hippocampus
	0.55
	0.5
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