Examples of non-cohesive functional units
detected by RSRGM
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Figure 1: Interactions among functional groups 12, 25, 35 and 79 detected by
RSRGM in Gavin network. Proteins are labeled according to group to which they
belong: group 12 (circle), group 25 (octagon), group 35 (diamond), group 79
(hexagon). Proteins YDR101C, YGR245C and YER126C shared by groups 12
and 25 are labeled with rectangle; proteins YHRO10W and YGLO76C shared by
groups 12 and 35 are labeled with parallelogram; protein YBR142W shared by
groups 12 and 79 is labeled with round rectangle; protein YMR194W shared by
groups 35 and 79 is labeled with triangle. Groups 35 and 79 are two identified
non-cohesive functional units. This figure is plotted with software Cytoscape [1].
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Figure 2: Interactions among functional groups 9 and 181 detected by RSRGM in
Krogan network. Proteins are labeled according to group to which they belong:
group 9 (circle), group 181 (diamond). Group 9 is an identified non-cohesive
functional unit. This figure is plotted with software Cytoscape [1].
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Figure 3: Interactions among functional groups 113 and 129 detected by RSRGM
in Krogan network. Proteins are labeled according to group to which they belong:
group 113 (diamond), group 129 (circle). Proteins YDR416W and YPLI51C
shared by these two groups are labeled with rectangle. These two groups are
identified non-cohesive functional units. This figure is plotted with software Cy-
toscape [1].
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Figure 4: Interactions among functional groups 148 and 149 detected by RSRGM
in Krogan network. Proteins are labeled according to group to which they belong:
group 148 (circle), group 149 (rectangle). Proteins YGLO19W and YOR061W
shared by these two groups are labeled with diamond. Group 148 is an identified
non-cohesive functional unit. This figure is plotted with software Cytoscape [1].
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Figure 5: Interactions among functional group 75 detected by RSRGM and hub
protein YER133W in Collins network. Proteins belonging to group 75 are labeled
with circle and hub protein are labeled with diamond. Group 75 is an identified
non-cohesive functional unit. This figure is plotted with software Cytoscape [1].
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Figure 6: Interactions among functional groups 25, 30, 476 and 573 detected by
RSRGM in BioGRID network. Proteins are labeled according to group to which
they belong: group 25 (circle), group 30 (diamond), group 476 (rectangle), group
573 (hexagon). Group 30 is an identified non-cohesive functional unit. This figure
is plotted with software Cytoscape [1].
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Figure 7: Interactions among functional groups 25, 183, 380, 530 and 659 de-
tected by RSRGM in BioGRID network. Proteins are labeled according to
group to which they belong: group 25 (rectangle), group 183 (circle), group 380
(hexagon), group 530 (diamond), group 659 (triangle). Protein YHRO089C shared
by groups 380 and 530 is labeled with octagon, and proteins YNLO30W and
YBROO9C shared by groups 25 and 659 are labeled with parallelogram. Groups
183 and 530 are two identified non-cohesive functional units. This figure is plotted
with software Cytoscape [1].
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Figure 8: Interactions among functional group 113 detected by RSRGM and hub
protein YKL.194C in BioGRID network. Proteins belonging to functional group
113 are labeled with circle and hub protein YKL194C is labeled with diamond.
Group 113 is an identified non-cohesive functional unit. This figure is plotted with
software Cytoscape [1].
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Figure 9: Interactions among functional groups 37, 115 and 451 detected by
RSRGM in BioGRID network. Proteins are labeled according to group to which

group 115 (triangle), group 451 (circle).
share by groups 37 and 451 are labeled with

2

they belong: group 37 (parallelogram)
Proteins YKR014C and YMLOO1W

rectangle, and protein YDLO77C shared by groups 115 and 451 are labeled with

diamond. Groups 37 and 115 are two identified non-cohesive functional units.

This figure is plotted with software Cytoscape [1].
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Figure 10: Interactions among functional groups 50, 236, 458 and 631 detected
by RSRGM in BioGRID network. Proteins are labeled according to group to
which they belong: group 50 (diamond), group 236 (triangle), group 458 (circle),
group 631 (hexagon). Proteins YFLO62W and YGR295C shared by groups 458
and 631 are labeled with rectangle. Groups 236, 458 and 631 are three identified
non-cohesive functional units. This figure is plotted with software Cytoscape [1].

11



YPRO43W YER117TW YKL156W

// /4/7 YLRaianﬁ.oswc
i j// YPR102C

A YMR143W

’ YAL025C

YCLOOSC

7% YMR108W

£ YDLOsEW

" == l' YPLO3BW

YJL136C

)
)
A
)
0
]

),

'YOR182C

YLRO48W

()
Ry
'//?'4

4
)
/
0
»
i
’
.‘,
{
i

YPR132W

g’
0
'
i
(0
/
)

N
A

YIL052C

I

i,
/X
0
0
\\g’

YOR091W

A

YLR406C

7
i
/»4
?%

Y

YGLOBBW

YMLO026C

YERO56C-A

I
)

YGR148C

7

NN
‘ \\ \\\x\\ ~ YNL302C
\\\\\\Q\\\

YKRO57W YHR214C-B YPLO79W

i
7

'YKLOOBW

YHR021C YMLO45W 'YOR369C YLR388W

Figure 11: Interactions among functional groups 315, 331 and 555 detected by
RSRGM in BioGRID network. Proteins are labeled according to group to which
they belong: group 315 (octagon), group 331 (triangle), group 555 (diamond).
Proteins YER151C shared by group 315 and 331 is labeled with rectangle. Groups
315 and 555 are two identified non-cohesive functional units. This figure is plotted
with software Cytoscape [1].
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Figure 12: Interactions among functional group 635 detected by RSRGM and two
hub proteins YNL251C and YPL190C in BioGRID network. Proteins belonging
to group 635 are labeled with circle, and the two hub proteins are labeled with
diamond. Group 635 is an identified non-cohesive functional unit. This figure is
plotted with software Cytoscape [1].
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Figure 13: Interactions among functional groups 155, 365 and 685 detected by
RSRGM in BioGRID network. Proteins are labeled according to group to which
they belong: group 155 (hexagon), group 365(diamond), group 685 (circle).
Groups 115 and 685 are two identified non-cohesive functional units. This fig-
ure is plotted with software Cytoscape [1].
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