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Table S4. Pairwise identity (% (number of mutations)) in influenza A neuraminidase (NA) protein 
(Amino acids 1-469)

	 
	A/Perth/16/2009*
	A/Victoria/201/2009 X-187*
	A/Uruguay/716/2007 X-175C*
	A/Brisbane/10/2007*
	A/Brisbane/59/2007**

	
	
	
	
	
	

	A/Victoria/201/2009 X-187*
	100 ()
	–
	–
	–
	–

	A/Uruguay/716/2007 X-175C*
	98.7 (6)
	98.7 (6)
	–
	–
	–

	A/Brisbane/10/2007*
	99.4 (3)
	99.4 (3)
	98.9 (5)
	–
	–

	A/Brisbane/59/2007**
	41.7 (280)
	41.7 (280)
	41.9 (279)
	41.7 (280)
	–

	A/California/07/2009**
	43.1 (275)
	43.1 (275)
	43.3 (274)
	43.3 (274)
	81.3 (88)


* 
Influenza A/H3N2 subtype

** 
Influenza A/H1N1 subtype

TIV = trivalent inactivated influenza vaccine

Note:

A/Uruguay/716/2007 (NYMC X-175C) was the 2008-09 study TIV component considered antigenically-equivalent to the 2008-09 WHO-recommended H3N2 vaccine strain, A/Brisbane/10/2007. A/Uruguay/716/2007 was used as the “Brisbane-like” 2008-09 H3N2 test antigen in this study.

A/Victoria/201/2009 (NYMC X-187) was the 2010-11 study TIV component considered antigenically-equivalent to the 2010-11 WHO recommended H3N2 vaccine strain, A/Perth/16/2009. A/Perth/16/2009 was used as the 2010-11 H3N2 test antigen in this study.

A/Brisbane/59/2007 was the 2008-09 study TIV H1N1 component as recommended by the WHO, and used as the 2008-09 test antigen in this study.

A/California/07/2009 was the 2010-11 study TIV H1N1 component as recommended by the WHO, and used as the 2010-11 test antigen in this study.

Pairwise identities were calculated from alignments generated with MAFFT (Katoh K, Asimenos G, Toh H (2009). Multiple alignment of DNA sequences with MAFFT. Methods Mol Biol 537:39-64).
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