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I:] Other known NGO
genes on pathway

NGO0200 phosphoenolpyruvate
synthase (EC:2.7.9.2)

NGOO0214 putative
phosphotransacetylase

NGOO0562 putative
dihydrolipoamide
dehydrogenase (EC:1.8.1.4)

NGO0564 dihydrolipoamide
acetyltransferase (EC:2.3.1.12)

NGOO0565 aceE; pyruvate
dehydrogenase subunit E1
(EC:1.2.4.1)

NGOO0639 putative L-lactate
dehydrogenase

NGO0915 dihydrolipoamide
dehydrogenase (EC:1.8.1.4)

NGOO0977 acetate kinase

NGO1881 PykA,; pyruvate kinase
(EC:2.7.1.40)

Supplementary Figure S2. KEGG pathway for pyruvate metabolism.




