Supporting Table 3. ANOSIM and Mantel values from weighted Unifrac matrix for the bacterial communities excluding Sphingomonas and Pseudomonas species. The Bonferroni corrected alpha is 0.0056.
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Streptomycin treatment ANOSIM 0.0000 0.4808

Sampling date, month ANOSIM 0.1667 0.1146

Sampling date, biweek ANOSIM -0.0783 0.6122

Sampling time ANOSIM -0.2632 0.9104

Temperature at sampling ANOSIM 0.0417 0.3987

TSA log CFU/gm leaf ANOSIM 0.5729 0.0289*

TSAstrep log CFU/gm leaf ANOSIM 0.1180 0.3125

Streptomycin sprayed in 2009 ANOSIM 0.0938 0.3569

Relative distance of sites mantel 0.0794 0.4690


SUPPLEMENTARY NOTES

The unweighted Unifrac matrix was also calculated for the entire dataset, as well as for the dataset excluding the Sphingomonas and Pseudomonas species. Neither the PCoA plot, ANOSIM values, nor mantel test values showed a significant effect of any of the variables recorded at the time of sampling.

Furthermore, the taxa shared across all orchard sites were extracted at the phylum, order, class, and genus levels. Unpaired two-tailed Student’s t-tests were done on each taxon to determine any significant effect of long term streptomycin treatment on the bacterial total abundances, the number of OTUs at each site, the relative abundances, the relative number of OTUs, and the number of OTUs normalized to the size of the smallest clone library (i.e., clone library from site LP which had 169 sequences). The lack of significance at any taxonomic level and for any particular taxon confirmed the lack of effect observed using Unifrac and Bray-Curtis.
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