Supporting Table 2. ANOSIM and Mantel values from Bray-Curtis matrix of the bacterial communities at the 100%, 99%, and 97% similarity threshold. The Bonferroni corrected alpha is 0.0056. 

A.

[image: image1.emf]Variable Test 100% 99% 97%

Strep treatment ANOSIM 0.9119 0.6227 0.6798

Sampling date, month ANOSIM 0.6301 0.3683 0.5129

Sampling date, biweek ANOSIM 0.3796 0.455 0.6717

Sampling time ANOSIM 0.3642 0.4585 0.6293

Temperature at sampling ANOSIM 0.6883 0.5092 0.5141

TSA log CFU/gm leaf ANOSIM 0.0276* 0.0264* 0.0281*

TSAstrep log CFU/gm leaf ANOSIM 0.5142 0.179 0.0831

Streptomycin sprayed in 2009 ANOSIM 0.6861 0.8176 0.9643

Relative distance of sites mantel 0.636 0.819 0.867

P value


B.

[image: image2.emf]Variable Test unique 0.01 0.03

Strep treatment ANOSIM -0.2083 -0.0938 -0.0729

Sampling date, month ANOSIM -0.0625 0.05208 -0.0104

Sampling date, biweek ANOSIM 0.07826 0.02609 -0.113

Sampling time ANOSIM 0.08772 0.04094 -0.0643

Temperature at sampling ANOSIM -0.0833 -0.0625 -0.0104

TSA log CFU/gm leaf ANOSIM 0.42708 0.54167 0.61458

TSAstrep log CFU/gm leaf ANOSIM -0.0051 0.21026 0.39487

Streptomycin sprayed in 2009 ANOSIM -0.0833 -0.3125 -0.4167

Relative distance of sites mantel -0.2011 -0.2434 -0.2291

R value


