A
ATGGATTCATACCTGCTGATGTGGGGACTGCTCACGTTCATCATGGTGCCTGGCTGCCAGGCAGAGCTCTGTGACGATGACCCGCCAGAGATCCCACACGCCACATTCAAAGCCATGGCCTACAAGGAAGGAACCATGTTGAACTGTGAATGCAAGAGAGGTTTCCGCAGAATAAAAAGCGGGTCACTCTATATGCTCTGTACAGGAAACTCTAGCCACTCGTCCTGGGACAACCAATGTCAATGCACAAGCTCTGCCACTCGGAACACAACGAAACAAGTGACACCTCAACCTGAAGAACAGAAAGAAAGGAAAACCACAGAAATGCAAAGTCCAATGCAGCCAGTGGACCAAGCGAGCCTTCCAGGTCACTGCAGGGAACCTCCACCATGGGAAAATGAAGCCACAGAGAGAATTTATCATTTCGTGGTGGGGCAGATGGTTTATTATCAGTGCGTCCAGGGATACAGGGCTCTACACAGAGGTCCTGCTGAGAGCGTCTGCAAAATGACCCACGGGAAGACAAGGTGGACCCAGCCCCAGCTCATATGCACAGGTGAAATGGAGACCAGTCAGTTTCCAGGTGAAGAGAAGCCTCAGGCAAGCCCCGAAGGCCGTCCTGAGAGTGAGACTTCCTGCCTCGTCACAACAACAGATTTTCAAATACAGACAGAAATGGCTGCAACCATGGAGACGTCCATATTTACAACAGATCTCCAGGTAGCAGTGGCCGGCTGTGTTTTCCTGCTGATCAGCGTCCTCCTCCTGAGTGGGCTCACCTGGCAGCGGAGACAGAGGAAGTCTAGAATTCCCCACGCCTTGCGTGGCGAGCTCTACCGCCCAGCATGGGAACCCCAGGACTATGAGATGGTGGAGCTTTTCCTGCGTAGGCTTCGGCTCTGGATGGGCTTCAGCAAGGTCAAGGAGTTCCGCCACAAAGTCCGCTTTGAAGGAATGGATCCACTGCCTTCCCGCTCATCCAGGGGCTCCAAGTCATCCCCAGTTGTGCTCCCACCTAGCTCAGGCTCAGAAGCTTCACACCCATCCACCTCGTCCAGCCAACCAGACGGGCCAAGCGCCAGCTTAAGCCGCTCGACGCTGAAGCTGGAACCAGAGCCCTCTCGCCTCCATGCTGTGTTTGAAAGTCTGCTTGTCCAGTTTGACCGACTCAACCAGGCCACAGAGGACGTCTACCAGCTGGAGCAACAACTCCAGAGCCTTCGAGGCCATGGGCACAATGGACCTCCTTCCTCTCCCTCCCCTGGCTGCTTCCCAGGCTCTCAGCCAGCTTTGCCCAGCCGCCTTTCTCGGGCCAGTCAGGGGCTGGATCAGACTGTAGGCCCCAACAGGGTGTCCCTGTGGCCTAATAACAAGGTCCACCCCAGCAGCACTTAGGCCCTAGGGGTCTTGGCCATTCCCTTCCCTGGGAATGCCTGAGCTTCACACTGGCCTCTCAGAGCCAGGGTGGACACCACTCAGTATTACCTTCTGCTGCCCTCTAGGTTGGGCCAGGCAGAACGGCTGCATGCCAGTTCTTTTGGGTACAGGTATTGCTGCCTTCCTTACCTGTCCACATATGGGGCTTCTGCACTTTAAAAAGGCTGTGTGGCCAGCCAGGACCCAGGGTCCCCTCCCCACAGGAGGACACAGCAGTATTGGACCAAGTGAGTACCCAGCCTCCAAGACGCTAATTTATTCGCCCCCCCTCCCCCCAAGTCCTCAGGTTCAGCGGGCTGCGCCCAGCTCTACCCCTAGGTGGCCATCTCCTCTTGCTAAAAATCTAAGCTGGAGGGAGGGCTAAGCTACACTTCTCCTTTATCCGTCCCCTAAGTTATTACCTCTCTTGTTTCTGCAGCATACTTGCCCTCTAGCTACCATCTGCTTTCTATGTCCACCATCAATAATTTATATGGGGTTAAAATGTATATATTTTTGTATGTCAGTATTTTCTACTTGGGCTGAAAATGGGTCCATTGTTACCCAGGGCAGGGGTACAGGGGAAGCTGCAGCTATTACTGGATCCGAGTCTGGCCTCAGGCAGGTGCTGGACAGCAATTGGGGCCACTGTGGCCTTGTTTTCCTCCCTTGTCTGGGGCCAGGCAGCACGCAGATCTGCTGGTTTCAGATCTGAGCAAGGGCAGGACTACTGTGGGATGAAAGATGCCAAGAAGTTACTGGACAAGCCCACCAATGGGGCTTGCCCCCATGGCGGGTGGGGGAAAGAGAATGTATGTGATGGCACCTGCCTGCTTCTGTGGGCTCATCTGCAGCTCTAGCCTGGATTCTGCCCCAACCCCAAACAGACAAGACAAAGTCAAATAAAGAAGCTGTCTGACaaaaaaaagcttgggggatccgtcgactcgagcggccgc

B
HA-forward		5’ GAGGACCGCGAATTCCCCACG 3’
HA-reverse		5’ GATGCGGCCGCTAAGCTTCTGAGCCTGAGCTAG 3’
AT-forward		5’ GATGAATTCCAGCTTCACACCCATCCACCTC 3’
AT-reverse*	5’ GATGCGGCCGCCTAAGTGCTGCTGGGGTGGAC 3’
hHT-forward**	5’ GATGAATTCCATGCCTTGCGTGGAGAGCTGTAC 3’

C
Y4117D 	GACGATGAG
WT 		GACTATGAG

L4122A 	GAGGCCTTC
L4122Δ	GAG___TTC
WT 		GAGCTTTTC

R4125L 	CTGCTTAGGCTTCGGCTC
R4126G 	CTGCGTGGGCTTCGGCTC
R4126T 	CTGCGTACGCTTCGGCTC
R4128L 	CTGCGTAGGCTTTGGCTC
WT 		CTGCGTAGGCTTCGGCTC

V4136A 	AAGGCCAAG
WT 		AAGGTCAAG




R4140A 		 TTCGCCCACAAAGTCCGCTTTGAA
H4141A 		 TTCCGCGCCAAAGTCCGCTTTGAA
K4142A 		 TTCCGCCACGCAGTCCGCTTTGAA
V4143A 		 TTCCGCCACAAAGCGCGCTTTGAA
R4144C 		 TTCCGCCACAAAGTCTGCTTTGAA
F4145A 		 TTCCGCCACAAAGTGCGCGCTGAA
F4145V 		 TTCCGCCACAAAGTCCGCGTTGAA
V4143A/F4145A TTCCGCCACAAAGCGCGCGCTGAA
WT 		 TTCCGCCACAAAGTCCGCTTTGAA

Q4215P 		 GTCCCGTTT
WT 		 GTCCAGTTT
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hWT 		 GGCTCCAAG
