Table S5 DMRs identified in AML subtypes in 4 genomic regions.
a.

	Genomic feature

	t(8;21) 

hypermethylated DMRs
	t(8;21)

hypomethylated DMRs
	t(15;17)

hypermethylated DMRs 
	t(15;17)

hypomethylated DMRs

	Promoters
	191
	32
	29
	4

	Gene bodies
	57
	44
	30
	29

	CGIs
	710
	358
	255
	118

	CGI shores
	331
	314
	88
	70


b. 

	Genomic feature

	NK hypermethylated DMRs
	NK hypomethylated DMRs
	Trisomy 8 hypermethylated DMRs
	Trisomy 8 hypomethylated DMRs

	Promoters
	54
	11
	12
	61

	Gene bodies
	35
	35
	15
	44

	CGIs
	240
	174
	177
	151

	CGI shores
	109
	60
	31
	110


