
B0S4Z5_DANRE      MANDKDIAAVGSILVNTKQDLTTRFRALFTLRNLGGAEAVKWISEAFVDESALLKHELAYCLGQMQDESAI
C1BJA2_OSMMO      MASDQEVAAVGQILANGKQDLSTRFRALFTLRNLGGAEAICWISKTFEDESALLKHELAYCLGQMQDERAI
DOHH_BOVIN        MVTEQEVEAVGQTLVDPGQPLQARFRALFTLRGLGGPVAISWISRAFDDDSALLKHELAYCLGQMQDRRAI
DOHH_HUMAN        MVTEQEVDAIGQTLVDPKQPLQARFRALFTLRGLGGPGAIAWISQAFDDDSALLKHELAYCLGQMQDARAI
DOHH_MOUSE        MVTEQEIEAIGKTLVDPKQPLQARFRALFTLRGLGGPDAISWISRGFEDSSALLKHELAYCLGQMRDARAI
DOHH_CHICK        MVTEEEVTAIGRTLLDAAQPLPARFRALFTLRNLGGPAAIDCIVRGFADSSALLKHELAFCLGQMRDRAAI
DOHH_XENLA        MAASLSSEVHSLGQLLIDPGKPLPLRFRALFTLRNLGGAEAIDCIGRGFQDESALLKHELAYCLGQMKDRRAL
B0W942_CULQU      MVQIEESKIADIGRVLNDKDRPLKERFRALFTLKNIGGPSALASIESCFDDESALLKHELAYCLGQMQDRAAI
DOHH_DROME        MVSQQQIEAIGGVLNNKERPLKERFRALFTLKNIGGGAAIEAISKAFDDDSALLKHELAYCLGQMQDAQAL
DOHH_CAEEL        MVASQKFSDAEIDSFGEALNDTKKPLKARFRALFILRNIGCDRSVDWIGKCLNDESALLKHELAYCLGQMQNKHAI
B2WFV6_PYRTR      MAVTEQDTQVSTLRNILSSESEPLARRFRALFSLKHLAGLQPPNAQTVPAIEAIAAAFSSPSALLKHELAYCLGQSGHDAAI
DOHH_PHANO        MAVTEQDTQVPTLRKIVTSESEPLARRFRALFSLKHLASLQPPTEQTVPAIEAIAAAFSSPSALLKHELAYCLGQSGHDAAI
C0SAR9_PARBP      MNQPSNEGADSSPIPTLGKTLISEKEPLARRFRALFSLKHIACQQPPTEENLPAIQAIAAAFTSSSALLKHELAYCLGQTKNLACV
C5K274_AJEDS      MPSTAIDTPKPSSMGASSSPIPPLRKTLTSENEPLARRFRALFSLKHVACLQPPTEQSLHAIQAIAAAFSSPSALLKHELAYCLGQTKNLAAV
C5FM15_NANOT      MANDGTNGNTQIDNVSQTVKALRDTLTSETTPLARRFRALFSLKHLACLQPPTDDTIPAIEAIAAAFPSPSALLKHELAYCLGQTKNPHAI
DOHH_ASPCL        MSPSATDNSDGPDATVLTLRKVLTSESEPLARRFRALFSLKYLACQQPATEKTLPAIQAIAAAFTSPSALLKHELAYCLGQTRNPESV
DOHH_ASPFU        MSPSATDTTEVMDPTILTLRKVLTSESEPLGRRFRALFSLKHLACLQPPTEKTLPAIQAIAAAFTSPSALLKHELAYCLGQTRNPASL
DOHH_ASPNC        MSAVNENNLEGVSETVLTLRKVVVNESEPLARRFRALFSLKYLACLQPPSEDTLPAIEAIAAAFSSKSALLKHELAYCLGQTRNPDAV
DOHH_ASPOR        MASSAVDQPEGVDETILTLRKVLVNESEPLARRFRALFSLKYIACLQPPTEKTLPAIQAIAAGFTSSSALLKHELAYCLGQTRNPDAV
C8VBH9_EMENI      MTTDNLNSADTTVQTLRNVLTSETEPLARRFRALFSLKHLACLQPPTEKTLPAIQAIAAGFSSASALLKHELAYCLGQTRNTDAL
DOHH_COCIM        MASTIADNADNNGNSKDSVQYLRKVLTSESSPLAQRFRALFSLKHLASSKPPTEETLPAIEAIAAAFSSPSALLKHELAYCLGQTRNLDTV
DOHH_CHAGB        MTAPTTTSPSSEATTTTTTTTLNTIATLHQSLTTETTPLPVRFRALFSLKHVAATHPATSAESLAAIDAIAAGFASPSALLKHELAYCLGQTANGAAI
DOHH_NEUCR        MSATIASLRESLCSETTPLPIRFRALFSLKHLAVQNKGTADSLSAIDAIAAAFASPSALLKHELAYCLGQTGSDAAI
DOHH_GIBZE        MSPSADTPEISNSADSTVLSLKKSLCSEDSPLPIRFRALFSLKHVATTADDDATRVAAIEAIAAGFASPSALLKHELAYCLGQTGNTAAV
B6K221_SCHJY      MSSETANQKVDQKVIDELERVLVNADKKTHLSLRYRALFSLNALGKKGDSRAIDAVYSAFGDDSELLKHEMAYVLGQSGQKYAV
DOHH_SCHPO        MSSEPVPQAVIDELERVLVNLDKSNPLSFRYRALFSLNALAKKGDKRAVDAIYKAFIDDSELLKHEMAYVMGQSGQQYAV
B9WC15_CANDC      MSTDEVNIDAASLEELRDILINKTGDTKLANRYRALFNLKSVGSEHSDKEKAHKAIKYIAECFNDESELLKHEVAYVLGQTKDLYAA
DOHH_DEBHA        MTEEINIDTATLEQLRDVLTNKSGDVKLANRFRALFNLKCVGAESENQDEVHKAIDYIAESFKDDSELLKHEVAYVLGQTKNLHAA
C4R113_PICPG      MSDVNEATSLERLRDVLINNTGDIKLAHRFRALFFLKSIGAEYNEKPEDANKAIKYIGECFADSSELLKHEVAYVLGQTKNMTSA
DOHH_ASHGO        MSTEFEKKMEEHIDSCSLEQLRDILVNKNGDAKLTNRFRALFNLKCVAEEFAQRPEEAQRAVEYICEAFADSSELLKHEVAYVLGQTGNLACA
DOHH_KLULA        MSTNFEKHFEVDVDNCSLEQLRDILVNNSGKAPLANRFRALFNLKGHAEEFASKPEDALKATQYLAEAFGDESELLKHEVAYVLGQTKNMAGA
DOHH_CANGA        MSTNFEKHFEENVDDCNLEQLRDILVNKEGKSALANRFRALFNLKTAASEFEANPSDAEKAVQYMGETFGDNSELLKHEVAYVLGQTKNLKAA
DOHH_YEAST        MSTNFEKHFQENVDECTLEQLRDILVNKSGKTVLANRFRALFNLKTVAEEFATKPEEAKKAIEYIAESFVNDKSELLKHEVAYVLGQTKNLDAA
DOHH_YARLI        MATETLPELKKVLLNEDGQTALALRFRALFSLKDMGEKGDNGAIDVIAEGFKDDSELLKHELAYVLGQTKNFHAV
DOHH_CRYNE        MSVQVSPEQMATLKATLLNTPGNVPLHERFRALFMLKAVGGDEVVDIVSEGLKDPSPLLKHELAYVLGQLLNTRAL
DOHH_LENED        MSLSATQLKALEDSVLNTSGKVLLHDRVRALFTLKSLKNEDAIRIISKGFQDSAALLKHELAYCLGQIRNPLAL
DOHH_USTMA        MDALEKSLCDFTGSTPLDQRFRSLFTIKGLAATSDQHMQRAISIISQAFSDDSALLKHELAYVLGQLEDARAL
DOHH1_ORYSJ       MESAEVAASSTFGPTPEMEKFLCDLLLDTAQPIAERFRALFSLRNLHGDGPRCALLQAARDSSNLLAHEAAFALGQMQDAEAI
DOHH_ARATH        MESNGSVSSMVNLEKFLCERLVDQSQPISERFRALFSLRNLKGPGPRNALILASRDSSNLLAHEAAFALGQMQDAEAI
DOHH_DICDI        MVVVTEEIVNGLKETLTDVSQPIAKRFRSLFTLRNLNGPLCIDAMASALNDKSALLRHEIAYCLGQMEDEYAL
C1BQB5_9MAXI      MELEKIGGVLRDPSRPLKERFRAVFTLRGLGGKTALDIMLKTIQEDTSELLKHEIAYVMGQMQDPAAI
C1BVM4_9MAXI      MDIDRVGKVLHDKSRPLKERFRALFTLRSIGGKSSLEWMQKTIKEDSSELLKHEIAYVMGQMQDAEAI
A4I2C0_LEIIN      MSALNSRTVEEVRKDYAKLLDPQEPLDSRMRELYRLKEDCLKTAAGVTVILETIDTTDSVLLQHELAYNAGQSGREEAV
L.donovani        MSALNSRTVEEVRKDYAKLLDPQEPLDSRMRELYRLKEDCLKTAAGVTVILETIDTTDSVLLQHELAYNAGQSGREEAV
Q4Q901_LEIMA      MSASNSCTVEEVRKEYAKLLDPQEPLDSRMRELYRLKEDCLKTVAGVTVILEAIDTTDSVLLQHELAYNAGQSGREEAV
Q38FR2_9TRYP      MDQDLSVCEQEYRKLLDPEEPLFSRTRELYRLKESILRTPAGVHVLAKAVDTTNSVLLQHELVYNLGQSAMVEAC
D0NC43_PHYIN      MPSHSSATETISTVVDTTPSFEQLRDALLDLSEPTGKRTRAIFYLRSRGGLEDLQVLLTALLNRKDSELMRHELAYVIGQFQMEEAC
DOHH_ENCCU        MDIEVARKNIGCDSVSIAKRMRSLFYLRNVLLPESARAITEAFGSKSVLLKHEAAYVLGQMRMEESV
C9QNK6_PLAFO      MGENNDNINIINNVNNNYNINSDNVGGDSSNKVRLIKYEESTNKEFILKYLVNIKNDYIEKQMRALYECREVYKDDIDEVINILRYALKNNDSVLLRHEIAYVIGQISNEKCN
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B0S4Z5_DANRE      PTLEAVLKDTNQEPMVRHEAGEALGAIGNPKVLELLKKYAEDPVIEVAETCQLAVKRLEWLMNGGEQTKDGTDENP
C1BJA2_OSMMO      PTLEAVLKDTTQDPMVRHEAGEALGAIGNPKVLDLLKEYSEDPVVEVAETCQLAVKRLEWLMGGGEKKEDGATDGNP
DOHH_BOVIN        PVLLDVLRDTRQEPMVRHEAGEALGAIGDPEVLEILKQYSTDPVVEVAETCQLAVRRLEWLQQHGGESAVRGP
DOHH_HUMAN        PMLVDVLQDTRQEPMVRHEAGEALGAIGDPEVLEILKQYSSDPVIEVAETCQLAVRRLEWLQQHGGEPAAGP
DOHH_MOUSE        PVLADVLQDTSQEPMVRHEAGEALGAIGNPEVLGLLKQYSTDPVVEVAETCQLAVGRLEWLQQHPGEATCAGP
DOHH_CHICK        PALLGVLQDSQQEPMVRHEAGEALGAIGDPEVLDVLRRYSEDPVVEVAETCQLAVRRLEWLQEHGEEPGSSP
DOHH_XENLA        PVLKQVLQDRQQEPMVRHEAGEALGAIGDPEVLELLREYAQDPVIEVAETCQLAVSRIEWLQKNPDSPDTNP
B0W942_CULQU      PILAKVLEDVKQEPMVRHEAAEALGAIGASEVEDILVKYSKDPVVEVAETCEIALGRVRWLQNQEQGFVDNNP
DOHH_DROME        DILTKVLKDTTQEPMVRHEAAEAMGAIGHPDVLPILEEYKQDPVVEVAETCAIALDRVRWLQSGQKVDDSNP
DOHH_CAEEL        PTLVSVLEDEKQEPMVRHEAGEALGAIADPSVKDVLRKYAQDPCPEVSETCQIALGRVEWVEKSGKDTNSP
B2WFV6_PYRTR      APLRGVLEDKEEDSMCRHEAAEALGALSDKSSLDLLRALRDDANEVDVVRETCDIAVERIEWDHGLQKGQEKLKKSD
DOHH_PHANO        APLRGVLEDKDEDSMCRHEAAEALGALSDKGSLELLKKMRDDANEVDVVRETCDIAVDRIEWEHGLQKGTEKLKKSD
C0SAR9_PARBP      PYLREVLEDRNEDAMCRHEAAEALGALGDTSSLGTLRSLRDDENEVDVVRETCDLAVDRILWETSDQRKTEKLKKSD
C5K274_AJEDS      PYLREVLENRAEDPMCRHEAAEALAALCDSDSLDILRSFRDDENEPDVVRETCDIAVERIEWETSDRRKTENLKQSD
C5FM15_NANOT      PSLRHVLEDKDEDSMCRHEAAEAIGALADTSSLDLLRKLRDDPSEPEVVRETCEIAVDRILWETSEQRQTEKVKKSD
DOHH_ASPCL        PYLQEVVKDTEQDTMCRHEAAEALGALGYEDSLEILKVLRDNKDEPDVIRETCDIAVDRILWENSEQRKAEKLKASD
DOHH_ASPFU        PFLQQVAKDTEQDTMCRHEAAEALGALGYEDSLEILKALRDNQNEPEVIRETCDIAVDRILWENSEARKAEKLKTSD
DOHH_ASPNC        AFLQQVLKDKEEDVMCRHEAAEALGALGYEDSLEILKALKDDENEPEVIRETCDIAVDRIVWENSEARKAEKLKPSD
DOHH_ASPOR        SYLLEVVKNTEQDAMCRHEAAEGLGALGFDTSLDVLKALRDDEKEEDVIRETCDIAVDRILWENSEERKSEKLKPSD
C8VBH9_EMENI      PFLLDVVQDTQEDSMCRHEAAEALGALGYESSLEVLKALRDNENEVDVVRETCDIAVDRILWEQSEARKAEKLKPSD
DOHH_COCIM        PHLRKVLEDTQEDAMCRHEAAEALGALGDAGSLAILQRLRDDESEEEVVRETCDIAVDRILWETSKDSKSEKLKQSD
DOHH_CHAGB        PYLTAVLEDTGEDAMCRHEAAEALGALGDVASLGVLKRFRDREGEEVVVTETCELAVERIEWENGEGKKAEKLRASD
DOHH_NEUCR        PHLTQVLEDLQEDPMCRHEAAEALGALGKAESLGVLQKYLHREGEDVSVKETCEIAIDRIEWENSEERKQEKLRQSD
DOHH_GIBZE        KPLRQVLSDLKEDPMCRHEAAEALGALGWADNLDILREYRDRKEEDISIVETCEIAIERIEWENSAERQKEKLRPSD
B6K221_SCHJY      EPLTKVLNDLNQQVMVRHEAAEALGALGFPEALPVLQKYYKEDPLVPIKETCDLAINRICWKNGLERKNEVISTSE
DOHH_SCHPO        QPLINIVNDLDQQVMVRHEAAEALGALGFTESLPVLEKYYKEDPLAPIRETCELAIARIQWKNGLDKNNEKITPSM
B9WC15_CANDC      PFLREVLENDNQQCMVRHEAAEALGALGDKESLPLLEKYFKDDPSLEIRQTCELAIERIHWENSEKAKSEVLEKSL
DOHH_DEBHA        QYLRSVLENNNQQIMVRHEAAEALGALGDKDSLALLEDYFKNDPSIEIKQTCELAIERIRWENSEKAKAENLETSL
C4R113_PICPG      PILRDVLESKEQQVMVRHEAAEALGALGDKDSLDLLVKYYEDPAEVEEIRQTCELAIERIKWENSSKAKEEKLETSL
DOHH_ASHGO        ATLREVMLDHAQQCMVRHEASEALGALGDAASLGALERSRREDPSEEVRQTSELAIERIRWQASGAAATEQLQQSL
DOHH_KLULA        PLLRDVLADDKQQCMVRHEAAEALGALNDVDSLDILEKYFKEDPLLEIRQTCELAIDRIKWETSEEGRREALQESL
DOHH_CANGA        PLLRKTMLDLAQQPMVRHEAAEALGALGDKDSLEDLEKCLKNDPHVAVRETCELAIARINWQHSDAPTKESLQQSL
DOHH_YEAST        PTLRHVMLDQNQEPMVRHEAAEALGALGDKDSLDDLNKAAKEDPHVAVRETCELAINRINWTHGGAKDKENLQQSL
DOHH_YARLI        KPLQGVLADTNQQAMVRHEAAEALGALGDKGSVAMLQEYFENDPLEVIRETCELALERIKWENSEAAKTETLQKSA
DOHH_CRYNE        PTLSRVLENPTGEHCSMVRHEAAEALGAIGAEESLPILRKYMQDENREVRETCEIAVGKIEFDLSEEGKKTNANPD
DOHH_LENED        PVLESVLRNPSEDPMVRHEAAEAMGAISTADSIPILKQYLSDPDRSVRETCEIAIAKIEWDKTEEGAKNDKATRDENRLPL
DOHH_USTMA        PTLKKILQDLSQDAMVRHEAAEAMGAISDPSVLPILEQYRSDSDVSVRETCELAISKISFDNSEEGQALKQSKAQAKLAEEQSGLGGVESA
DOHH1_ORYSJ       PALEAVLKDLSLHPIVRHEAAEALGAIGLEKSIPLLEESLAADPAVEVQETCELALRRIEQQKNAGVSESTTISP
DOHH_ARATH        PALESVLNDMSLHPIVRHEAAEALGAIGLAGNVNILKKSLSSDPAQEVRETCELALKRIEDMSNVDAENQSSTTEKSP
DOHH_DICDI        KVLIDLVKNSDEHPMVRHEAAEALGAIGSESAHKTLKEYSNDPVREVSETCQLALSRVEWYEKNKPETEEDKM
C1BQB5_9MAXI      EGLIDIPNGPKMEPIVRHEAAEALGALGKDDNIRASLAKALASKELPVEVEETCSLALRKLEWSKSPEENLSANP
C1BVM4_9MAXI      EGLISILSDPKMEPIVRHEAAEALGALGEDPKIRKALESILNSKDLPIEVTETVSLALSRLDWLKNPEKNLSKNP
A4I2C0_LEIIN      PELERILRTTSYDVVTRHEAAEALGAIGSPLALQVLEAHSDPTTEPEAPIRETCELALARIAMKETKGDAAVAPPSGCE
L.donovani        PELERILRTTSYDVVTRHEAAEALGAIGSPLALQVLEAHSDPTTEPEAPIRETCELALARIAMKETKGDAAVAPPSGCE
Q4Q901_LEIMA      PELERILRTTSYDVVTRHEAAEALGAIGSPLALQVLETHSAPTTEPEASIRETCELALARIAMKETKGDAAVAPPSGCE
Q38FR2_9TRYP      PHLERFIRAVGKYDIVTRHEAVEALGAIGDPACIPLLRHFMEPANEPEAAIRESCELALKRIEMLEEKGKEAVGPAANCP
D0NC43_PHYIN      ETLQQVLADEADDGMVRHEAAEALGAIGASQSLPVLEKYSADPAPEVSDTCKLAVTLVKYKLAKAKGEVVEGEVDRNP
DOHH_ENCCU        RVLLDVLSDEDEDEIVRHEAGEALGNFRPREEIVEALRKYSNHPKKPISETCYLALMKLKDGSDIVSK
C9QNK6_PLAFO      NILINLLSDENENIMVRHEAAKGLAAIGSESNIPVIKKYLNDSSVEVRETCELALSSLIEKNKYAACSCINKTVPYKNNVLNNDNPKRDSSNNSNNNNNNNINNNNSNSHSNS
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B0S4Z5_DANRE      YCSVDPAPPAQRKSVPELRTQLLDETLPLFDRYRAMFALRNLGTEEAVLALGDGLQCSSALFRHEIGYVLGQIQHAASIPQLQAAL
C1BJA2_OSMMO      YFSVDPAPPASNQDVADLRRQLLDESLPLFERYRAMFALRNLGTKEAVLALGDGLQCGSALFRHEIAYVLGQVQHEASVPQLRAAL
DOHH_BOVIN        YLSVDPAPPAEERDLGQLREALLDEARPLFDRYRAMFALRDAGGKEAALALAEGLRCGSALFRHEIGYVLGQMQHEAAVPQLAAAL
DOHH_HUMAN        YLSVDPAPPAEERDVGRLREALLDESRPLFERYRAMFALRNAGGEEAALALAEGLHCGSALFRHEVGYVLGQLQHEAAVPQLAAAL
DOHH_MOUSE        YLSVDPAPPAAEQDVGRLREALLDEARPLFERYRAMFALRNVGGKEAALALAEGLQCGSALFRHEVGYVLGQLQHEAAVPGLAATL
DOHH_CHICK        YRSVDPAPPAEETDVATLRAVLLDESRPLFDRYRAMFALRNLGGRDAVLALADGLRAGSALFRHEIGYVLGQMQDEACVPQLTAAL
DOHH_XENLA        YLSVDPAPPAEEKDVPTLRATLLDETCPLFHRYRAMFALRNIGGEEAVLALADGLQIGGSLFRHEIGYVLGQMQHKAAVPGLSAAL
B0W942_CULQU      YASVDPTPPAVTNSVEELQRTLLDETDSLFNRYRAMFSLRNLRTQESVLALASGLKGKSALFRHEVAFVLGQLQEECSVPFLAENL
DOHH_DROME        YASVDPSPPTAGDKSVTELKAIYLDAQQSLFDRYRAMFSLRNLRTEESVLAIAEGLKDSSALFRHEVAFVLGQLQEPCSIPFLQENL
DOHH_CAEEL        YDSVDPTPSASTSDVEELAATLIDASLPLFDRYRAMFSLRNIKTDKSIKALAQGLYCEDSALFRHEVAYVLGQLQSPVATQELKDRL
B2WFV6_PYRTR      FTSIDPAPPLPQGAEKPSIAELEKTLLDTALPLFQRYRAMFALRDLSSPPDLPTAVPAVQALARGFGDPSALFRHEIAFVFGQLSHPASIPSLTEAL
DOHH_PHANO        FTSVDPAPPMPESNEAPSIPALEKTLLDTTLPLFQRYRAMFALRDLSSPPDLPTAVPAVHALARGFGDPSALFRHEIAFVFGQLSHPASIPSLTEAL
C0SAR9_PARBP      FASIDPAPPLPMPTDEPSIPELKQTLLDSKLPLFQRYRAMFALRDLASPPNLPTAVPAIEALAEGFKDSSALFRHEIAFVFGQLSHPASIPSLTATL
C5K274_AJEDS      FASIDPAPPLPMPADEPSIPDLEKTLLDPKLPLFQRYRAMFALRDLASPPDLPTAVPAVHALAEGFKDSSALFRHEIAFVFGQLAHPASIPSLTATL
C5FM15_NANOT      FTSIDPAPPTALTTEEHSIPELKKTLLDTSIPLFQRYRAMFALRDLSSPPDRPTAREAVEALAEGLKDKSALFRHEIAFVFGQLSHPASIPSLVEAL
DOHH_ASPCL        FTSIDPAPPLPMATSEPSIPDIEKRLLDTSLPLFQRYRAMFALRDLASPPDLPTATHAVEALAKGLKDPSALFRHEIAFVFGQLSHPASIPSLTEAL
DOHH_ASPFU        FTSIDPAPPLPMTASEPSIPEIEQTLLDTSLPLFLRYRAMFALRDLASPPDLPTATRAVEALAKGLKDPSALFRHEIAFVFGQLCHPASIPSLTEAL
DOHH_ASPNC        FTSIDPAPPMPLEAAEPSIPELEKTLLDTKLPLFQRYRAMFALRDLASPPDLPTAVQAVDALAKGLKDPSALFRHEVAFVFGQLCHPASVPSLTECL
DOHH_ASPOR        FTSIDPAPPLPMASSQPSISDLEKTLLDTKLPLFQRYRAMFALRDLASPPDLPTAVEAVEALAKGLKDPSALFRHEVAFVFGQLCHPASVPSLTETL
C8VBH9_EMENI      FTSIDPAPPMPLTAKEPSIPDLEKTLLDTNLPLFERYRAMFGLRDLASPPDLPTAKQAVQSLAKGMKDPSALFRHEIAFVFGQLCHPASVPSLTETL
DOHH_COCIM        FTSIDPAPPLPLSSAEQSIPELKQILLDASLPLFKRYRAMFALRDMCSPPDLPTAVPAIEALAEGFKDRSALFRHEIAFVFGQLSHPASIPSLVATL
DOHH_CHAGB        FSSVDPAPPTAQGQEEQTVEELGNALMDTSLPLFKRYRAMFALRDLASPPDLPTAVPAVLALAKGFADSSALFRHEIAFVFGQLAHPASIPALTEAL
DOHH_NEUCR        FASVDPAPPMPEDDEKQTVETLEKKLLDTSLPLFKRYRAMFALRDLASPPDLPTAVPAILALAKGLKDESALFRHEIAFVFGQLSHPASIPALTEAL
DOHH_GIBZE        FASIDPAPPMPESDKEAEVEDLGRKLMDTNADLFSRYRAMFALRDLASPPDLPTATPAVLALAKGLSDSSALFRHEIAFVFGQLSHPASIPALTEAL
B6K221_SCHJY      YDDVIDPAPPLPDATAADVSAEVKKLRSELIDQKLPLFYRYRVMFRLRNIGTEEAVEALTDGFQDPSALFKHEVAFVFGQLTSPKAIPSLVKVL
DOHH_SCHPO        YDSVVDPAPPMPDHEQDVKSEVAKLRSEIVDQNLPLFYRYRVMFRLRNIGNEEAVLALTDGFKDPSPLFRHEIAFVFGQMIAPASVPALIKVL
B9WC15_CANDC      YTSIDPAPPLATNDSTSKVEKLKEILNDQDKPLFERYRAMFRLRDIGTDEACLALASGFDDPSALFKHEIAYVFGQMCNPVTVPSLIKVL
DOHH_DEBHA        YTSIDPAPPMPSDQESKVEKLQKILNNQDEPLFERYRAMFRLRDMGTDEACLALASGLDDDPSALFKHEIAYVFGQLCNPVTVPALIKTL
C4R113_PICPG      YESIDPAPPLAIDGSNTKISKLQKILNDQNTPLFERYRAMFRLRDIGTDEAALALATGFSDPSALFKHEIAYVFGQLSNPVTVPSLVQVL
DOHH_ASHGO        YSSVDPAPALSLEKDYDVPQLQALLNDQRAPLFERYRAMFRLRDIGSDEACYALASGFDDPSALFKHEIAYVFGQIGNPCVVPHLQEVL
DOHH_KLULA        YSSIDPAPPFSLEKDYKIQELKDILNDQNRPLFERYRAMFRLRDIGNDEACLALASGFDDPSALFKHEIAYVFGQICNPVVVPHLKEVL
DOHH_CANGA        YSSIDPAPPLALEKEYDLEELKKLLNDQEKPLFLRYRAMFRLRDIGTDEAVLALASGFNDPSALFKHEIAYVFGQMGSTAAVPSLTEVL
DOHH_YEAST        YSSIDPAPPLPLEKDATIPELQALLNDPKQPLFQRYRAMFRLRDIGTDEAILALATGFSAESSLFKHEIAYVFGQIGSPAAVPSLIEVL
DOHH_YARLI        YTSIDPAPPLPTDQAEGSDKATVEKLQKTLMDKSQSLFHRYRAMFRLRDIGTEDAVLALATGFDDSSALFRHEIAYVFGQMSDPASVPALIKVL
DOHH_CRYNE        FPTIDPAPSAAPSDIPSLRADLLNTSLPLFQRYRAMFALRDFGAGSKEAVEALADGFRDGSALFRHEIAYIFGQLSSPYSIPSLLSRL
DOHH_LENED        YTSIDPAPATSGLLTGAPRPEEISQTKIDELRDNLLDVNRPLFERYRAMFALRNIGSPAAVDALAAGFSGDSALFKHEIAFVFGQLLSPHSVPCLIEVL
DOHH_USTMA        FKPIDPAPAMTPAASKEAARSQADGVRYDASHVPLFQSTLLDTNLSLFERYRAMFALRNVAHGGGDGAIQAVLALARGLQDGSALFRHEICFVFGELCHPASIPSMLHVL
DOHH1_ORYSJ       FLSVDPALPAKQGLSVHQLREILLNEQESMYERYAALFALRNDSRDAAVSAIVAALGAKSALLKHEVAYVLGQLQNKAASDALSTVL
DOHH_ARATH        FMSVDPAGPAASFSSVHQLRQVLLDETKGMYERYAALFALRNHGGEEAVSAIVDSLSASSALLRHEVAYVLGQLQSKTALATLSKVL
DOHH_DICDI        YMSVDPAPPLKKGSVSRDELRSKFLDSNLDIFNRYRALFSLRDIGDEQSVLALCDGLKDQSSALLRHEVAFVLGQLQHRVAIDPLTTCV
C1BQB5_9MAXI      YDSVDPAPPFPKEYSSDLGALLLNESEDLFLRYRAMFSLRNKGDEESVLALCKSLTEDKSSALFRHEVAYVLGQIQSPSSQKALLQSL
C1BVM4_9MAXI      YDSVDPAPPFPLDFSSNLESLLHNESEDIFIRYRAMFSLRNKGDTDSIQSLCRGLIHDKSSALFRHEVAYVLGQIQSFESKKSLIQIL
A4I2C0_LEIIN      FVSVDPSPAFSALYSSTDEPVPHTVEELEAVLLDTSGHTRLFRRYMAMFTLRNLATEAAVAALCRGLREDNVSALFRHEVAFVLGQLERPSSQPALIAAL
L.donovani        FVSVDPSPAFSALYSSTDEPVPHTVEELEAVLLDTSGRTRLFRRYMAMFTLRNLATEAAVAALCRGLREDNVSALFRHEVAFVLGQLERPSSQPALIAAL
Q4Q901_LEIMA      FVSVDPSPAFSALYSSTDEPVPLTVEELEAVLLDTSGRTRLFRRYMAMFTLRNLATEAAVAALCRGLREDTISALFRHEVAFVLGQLERPSSQPALIAAL
Q38FR2_9TRYP      FVSIDPAPAFNGTNTGGSAPYTVSELENLLCDTTGAVSLWLRYQAMFTLRNIGTPEAVAALSRALRQDNTSALLRHEVAFVLGQLEHPASQPALLDAL
D0NC43_PHYIN      YLSEDPAPAAEKDVSTAELRKVLLDPNGDMFARYRAMFSLRNRNTEEAALALAEAFQDPNALFKHEVAYVMGQMENPVLVPALKKVL
DOHH_ENCCU        FGSRDPALPMEGSFEEARRILLDKNECLYRRYQAMFYLRDLGTSAAIHALGKSMEDDSALFKHEVSFVFGQMRSRESIPYLIKGM
C9QNK6_PLAFO      FSNSQDDADDDIYFHSKKKFNTIDPVVCISDSNNKKHVNDLIRDLNNEALALKNRYEALFLLRDMETDTSLNALGEALVKDKSSAIFRHELAFVLGQVLHLNSLKYLLSSL
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B0S4Z5_DANRE      EKMDENAMVRHECAEALGSIGKEPCVQILERYRKDQERVVKESCEVALDMLEYENSSQFQYADGLLRLQSAH
C1BJA2_OSMMO      ERQDESPMVRHECAEALGSIGRQECMEVLETHRRDQERVVKESCEVALDMLRYENSGQFQYADGLARL
DOHH_BOVIN        AQPTENPMVRHECAEALGAIARPACLAALRAHVADPERVVRESCEVALDMYEYETGSTFQYADGLERLRSPLS
DOHH_HUMAN        ARCTENPMVRHECAEALGAIARPACLAALLQAHADDPERVVRESCEVALDMYEHETGRAFQYADGLEQLRGAPS
DOHH_MOUSE        ARTTESPMVRHECAEALGAIARPACLAALREHIEDPEQVVRESCEVALDMYEYESSQDFQYADGLERLRPPP
DOHH_CHICK        RSRAENPMVRHECAEALGSIARPSCLETLRAFAQDEERVVRESCEVALDMYEYENGPQFQYADGLCRLQA
DOHH_XENLA        ERFEENPMVRHECAEALGSIAHEDCLKALRAHVGDGERVVRESCEVALDMHDYENSGDFQYANGLSQICEQI
B0W942_CULQU      RDASENEMVRHECAEALGAIATEECTKILNEYLADEKRVVKESCEVALDMCEYENSPEFQYADTLTKVSH
DOHH_DROME        EDRLENEMVRHECAEALGAIATEDCIQILNRYAEDDKRVVKESCVIALDMCEYENSPEFQYADGLAKLDATK
DOHH_CAEEL        LLSTENCMVRHECAEALGAIANEECTEILKQYVNDEERVVRESCEVALDMAEYENSDDLQYAHV
B2WFV6_PYRTR      SNTNEASMVRHEAAEALGSLGDEDGVEDTLRKFLNDPEQVVRDSVVVALDMAEFEKNGEVEYAIVPQAVAA
DOHH_PHANO        SNTKEASMVRHEAAEALGSLGDEEGVEETLKKFLNDPEQVVRDSVIVALDMAEFEKNGEVEYAIVPQAQAIAA
C0SAR9_PARBP      NNREEASMVRHEAAEALGSLGEEEGVEETLRLFLNDPEQVVRDSVVVALDMAEYEKNREKEYALLPQPATASA
C5K274_AJEDS      HDMKEASMVRHEAAEALGSLGDEEGVEETLKKFLDDPEQVVRDSVIVALDMAEFEKNGEKEYALIPEAVATA
C5FM15_NANOT      SNKEEASMVRHEAAEALGSLGDEEGVEEVLRKFLDDPEVVVKDSVVVALDMAEYEKNGELEYSLIPEPVAAS
DOHH_ASPCL        SDQNEVGMVRHEAAEALGSLGDCEGVEDTLKKFLNDPEQVVRDSVIVALDMAEYEKNGEIEYALVPDSGVAAA
DOHH_ASPFU        SNQSEAGMVRHEAAEALGSLGDYEGVEETLRKFLNDPEQVVRDSVIVALDMAEYEKNGEVEYALVPDAGVAAA
DOHH_ASPNC        SNQEEAGMVRHEAAEALGSLGDVEGVEDTLKKFLNDPEQVVRDSIIVALDMAEFEKNGEMEYALVPDSGAPAAVSA
DOHH_ASPOR        SDQKEMGMVRHEAAEALGSLGDVEGVEDTLKKFLNDPEQVVRDSIIVALDMAEYEKNGEMEYALVPDSAAPAAVSAA
C8VBH9_EMENI      SDLNEVGMVRHEAAEALGSLGDVEGVEDTLKKFLNDPEKVVRDSIIVALDMAEFEKNGEIEYALIPDSGNPAAVPAA
DOHH_COCIM        SDKNEVGMVRHEAAEALGSLGAEDGVEETLKRFVNDPETVVRDSIIVALDMAEYEKSGEQEYILEQPVAA
DOHH_CHAGB        SNTEEASMVRHEAAEALGSLGDEEGVEETLRKFLHDAEAVVRESVIVALDMAEYEKSNETEYALIPEAQGTA
DOHH_NEUCR        SNLDEVSMVRHEAAEALGSLGDEEGVEETLLKFLHDKEKVVRESVIVALDMAEFEQSGQAEYALIPEVASKAS
DOHH_GIBZE        SNTNEASMVRHEAAEALGSLGEKDGVEDTLRKFLHDKEKVVRESCIVALDIAEYEKGEDAEYALIPESAGAAA
B6K221_SCHJY      EDKSEAPMVRHEAAEALGGIATAECIPVLEKYAKDDVRVVAESCIVALDMIKYEQSGEMEYAYVPKAGGKVPLENEE
DOHH_SCHPO        ENTEEVPMVRHEAAEALGGIANDECLPVLKKFSKDDVRVVAESCIVALDMIEYEKSGDMEYAYIPKVSA
B9WC15_CANDC      KDESQAGMVRHEAAEALGSIATDECLPVLQSFLNDSEPVVRDSAIVALDMYEYENSNELEYATVK
DOHH_DEBHA        KDEREAAMVRHEAAEALGSIATDECLPVLQSFLNDKDQVVRDSAVVALDMYEYENSTEI
C4R113_PICPG      KDTSQAAMVRHEAAEALGSIATDEVLPILQGFLKDEDEVVRDSAVVALDMYEYENSNEVEYAAV
DOHH_ASHGO        KREHEAPMVRHEAAEALGSIATDDVLPVLKRHLQDKDEVVRESAAIALDMYDYENSNELEYAPA
DOHH_KLULA        ARPEEAPMVRHEAAEALGSIATDDVLPVLKEHLKDSDSVVRESAIVALDMYEYENSNDLEYAPV
DOHH_CANGA        GRKEEAPMVRHEAAEALGAIASEDALPILKQYLNDEVDVVRESAIVALDMWEYENSNELEYAPA
DOHH_YEAST        GRKEEAPMVRHEAAEALGAIASPEVVDVLKSYLNDEVDVVRESCIVALDMYDYENSNELEYAPTAN
DOHH_YARLI        GKTEEEGMVRHEAAEALGSIATDDVLPILKKFAEDKDQVVRESAIVALDMYEYENSNEVEYAH
DOHH_CRYNE        RDAKEDDMVRHEAAEALGGIASDGVESENPEVVLPEDERLPEGGVLAVLREWAVKADAPTVVRESCQVAIDMWEYENSADQFNPLDSLSAKQEEREKTEKVNTTGMERSAHAAVAAMGIAA
DOHH_LENED        QNSPESDMVRHEAAEALGGIATPEVLPPLKEWVARDDAPVVVRESCQVALDLWEYENSGDFQYANGLESPSTPISV
DOHH_USTMA        NDTKEHEMVRHEAAEALGGIVEEGEHAANDSANDYTRVLDTLNKWAHDMDAPRVVRESCIVALDELAYNNDPTQFHRIETSTPVAA
DOHH1_ORYSJ       KNVDEHPMVRHEAAEALGSIADQESIALLEEFAKDPEPIVSQSCEVALSMLEYERSGKSFEFLFLQTPGVQQES
DOHH_ARATH        RDVNEHPMVRHEAAEALGSIADEQSIALLEEFSKDPEPIVAQSCEVALSMLEFENSGKSFEFFFTQDPLVH
DOHH_DICDI        LDESENAMVRHEAAEALGAIASTETIPLLEKLLQDKEPIVSESCAVALDVTEYFNNTESFQYADGIKILLEKNLVDQQQK
C1BQB5_9MAXI      HNETEHPMVRHEAAEALGSLGTPEIHEELKKFTGPKVPQVVRQSCEVALDFVDYNQSGEFQYANTLNLVQSCS
C1BVM4_9MAXI      QNEKEHPMVRHECAEALGSIGTPEIHSELQKYLGKEVPAVVRESCEIALDFCDYNQSSDFQYANTLSSSIKS
A4I2C0_LEIIN      KDEEEAPMVRHEAAEALGAIADPATLPVLESYATHHEPIVRDSCVVALEMHKYWANFNSLAHQQQQEA
L.donovani        KDEEEAPMVRHEAAEALGAIADPATLPVLESYATHHEPIVRDSCVVALEMHKYWANFNGLAHQQQQEA
Q4Q901_LEIMA      KDEEEAPMVRHEAAEALGAIADPATLPVLESYATHHEPIVRDSCVVALEMHKYWAHFNSLAHQQQEA
Q38FR2_9TRYP      RDEHEAPMVRHEAAEALGAIADPKTLPALEEYAKHKEAIVRDSCVVALEMHKYWSQFNNQRIQH
D0NC43_PHYIN      LDETEHRMVRHEAAEALGAIGSTECEKILKQYLKDDVQVVRESCEVALDIMDYWAPTK
DOHH_ENCCU        EDEKEHGMVRHECAEALGAIGDDAALKALSKYLHDPCDILRESVEVAVDIHSYMTGDEIEYCNAE
C9QNK6_PLAFO      TNVSEHEMVRHEVALALGSLGSLNLNSDEYKIIQEQIIDTLKKYSKDECVVVAESCLVGLDYISENLNISIEVH
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