	Parameter Class
	Description
	Low
	Mid
	High

	kon (molec-1 min-1)
	On-rate for all molecules on all genes
	0.0015
	0.015
	0.15

	koff A,B (min-1)
	Off-rate of A and B
	0.01
	0.5
	1.0

	koff C (min-1)
	Off-rate of C from gene B
	0.01
	0.5
	1.0

	ktrx B (min-1)
	Transcription rate of B in the absence of C
	0.01
	0.1
	1.0

	ktrx C (min-1)
	Transcription rate of C
	0.01
	0.1
	1.0

	ktrx B,C (min-1)
	Transcription rate of B in the presence of C
	0
	0.001
	0.009

	ktrl (min-1)
	Translation rate of B and C
	0.01
	0.5
	1.0

	kdeg,m (min-1)
	mRNA degradation rate
	0
	0.001
	0.01

	kdeg B,C (min-1)
	Degradation rate of B and C
	0
	0.001
	0.01


Table S1.  Listing of the parameter classes and their corresponding low, mid, and high values used in the sensitivity analysis.  Low, mid, and high values for each parameter were selected arbitrarily to either test over a range of orders of magnitude or to test at values around those used to obtain all the results in the main text (Table 1 parameter values).

