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	Tissue
	Name of Network
	P-value

	Liver
	cellular lipid metabolic process
	2.61057E-08

	
	regulation of catalytic activity
	9.32446E-08

	
	regulation of protein catabolic process
	1.63295E-07

	
	metabolic process
	2.31392E-07

	
	response to stress
	3.01929E-07

	
	response to stimulus
	3.19048E-07

	
	cellular metabolic process
	3.42914E-07

	
	lipid metabolic process
	3.52931E-07

	
	regulation of apoptosis
	3.95754E-07

	
	cyclic-nucleotide-mediated signaling
	4.05319E-07

	Gluteus medius
	metabolic process
	3.71036E-12

	
	cellular component organization or biogenesis
	1.08245E-11

	
	cellular component organization
	1.56885E-11

	
	macromolecule metabolic process
	9.43194E-10

	
	primary metabolic process
	1.24211E-09

	
	organelle organization
	3.31538E-09

	
	cellular metabolic process
	3.56117E-09

	
	cellular process
	6.7176E-09

	
	cellular macromolecule metabolic process
	9.23416E-09

	
	protein metabolic process
	2.32814E-08

	Kidney
	exogenous drug catabolic process
	4.99123E-06

	
	drug catabolic process
	8.82036E-06

	
	drug metabolic process
	6.87932E-05

	
	xenobiotic metabolic process
	0.000158734

	
	cellular response to xenobiotic stimulus
	0.000158734

	
	response to xenobiotic stimulus
	0.000170323

	
	epithelial cell proliferation
	0.00018147

	
	monoterpenoid metabolic process
	0.000182093

	
	oxidative demethylation
	0.000288765

	
	oxidation-reduction process
	0.000526614




